Table S2. Statistics of CEGMA results of guar root transcriptome assembly.
	
	Prots
	% Completeness
	Total
	Average
	% Ortho

	Complete
	217
	86.55
	490
	2.35
	72.19

	Group 1
	54
	85.51
	121
	2.65
	76.16

	Group 2
	63
	91.13
	110
	2.45
	74.12

	Group 3
	46
	82.36
	130
	2.30
	70.12

	Group 4
	54
	87.21
	129
	2.03
	68.34

	
	
	
	
	
	

	Partial
	241
	97.71
	490
	2.80
	82.12

	Group 1
	60
	98.97
	166
	2.91
	85.45

	Group 2
	68
	100.00
	174
	2.83
	83.14

	Group 3
	54
	94.31
	162
	2.62
	80.05

	Group 4
	59
	97.56
	159
	2.85
	79.85




Prots represents the number of 248 ultra-conserved CEGs present in genome, % Completeness represents percentage of 248 ultra-conserved CEGs present, Total represents total number of CEGs present including putative orthologs, Average represents the average number of orthologs per CEG and % Ortho represents percentage of detected CEGs that have more than 1 ortholog.

