Table S3. Sordaria macrospora strains used in this study

Strain Relevant genotype and phenotype Reference or source’
wild type wild type Culture collection
fus spore color mutant Nowrousian et al. (2012)
$96888 Aku70 Poggeler and Kiick (2006)
S90177 Aasfl; sterile Gesing et al. (2012)
$110115 Artt106; fertile Gesing et al. (2012)
$110235 Acac; fertile Gesing et al. (2012)
5106095 Apro4d; sterile this study
$108950 $106095 + pRSnat-pro44-NA; fertile this study
SFA198 $106095 + pFA20; fertile; (Apro44 + Pprod4::pro44_egfp) this study
SFA4019 S$106095 + pFA30; fertile; this study
(Apro44 + Pgpd::pro44_ntap)
T8.1 wild type + pDS23 + pBH2B; fertile; this study
(wt + Pgpd::egfp::Ttrpc; Pgpd::hh2b_mKal::Ttrpc)
S$135826 Aprod4 + Pgpd::pro44_ntap::nat + Pprod4::pro44_egfp this study
(ascospore isolate from cross of S198 and S4019)
$111081 Artt106, Acac2, fus; fertile this study
$111083 Artt106, Acac2; fertile this study
$111094 Artt106, Acac2; fertile this study
$123617 Acdp1; fertile this study
$123704 Acdp1; fertile this study
$126403 Acdpl, Artt106; fertile this study
$128347 Acdpl, Aasfl; sterile this study
$127985 Acdpl, Aasfl, fus; sterile this study
5127871 Acdpl, Acac2, fus; fertile this study
$128175 Acdpl, Acac2, fus; fertile this study
$122553 $111083 + pRTT106-EGFP + pRH2B; fertile this study
$122560 $111083 + pCAC2-EGFP2 + pRH2B; fertile this study
$148694 Aasm?2; sterile this study
$148783 Aasm?2; sterile this study
RL726 5148783 + pN_GFP-9436 this study
(Aasm2 + Pasm?2::egfp::asm2::Tasm2)
RL740 5148783 + pN_GFP-9436 this study
(Aasm?2 + Pasm2::egfp::asm2::Tasm2)
RL754 5148694 +pN_GFP-9436 this study
(Aasm2 + Pasm2::egfp::asm2::Tasm2)
RL756 S148694 + pN_GFP-9436 this study
(Aasm2 + Pasm?2::egfp::asm2::Tasm2)
RL760 5148694 + pN_GFP-9436 this study
(Aasm2 + Pasm?2::egfp::asm2::Tasm2)
RL775 5148694 + pN_GFP-9436 this study

(Aasm2 + Pasm?2::egfp::asm2::Tasm2)

®Culture collection: Lehrstuhl fiir Allgemeine und Molekulare Botanik, Ruhr-Universitat, Bochum,

Germany
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