
Cr2c-Cyclop1 : MKLRQRTVGAQLRSQPVSSAGGPANSGPPATPSGGIAPVSIFGAAEALADPEARGWILTWSWTFTGFFVYITASWLSGLWYTTDPLAYAALRAQVPTLVYQMSSTAFFTALVLNLTSLLFEDNAPKRQLALLSCAIKGAA :  140
Vc2c-Cyclop1 : --MRKRT-GLPLPRQ---RENAPAQN----------SVNSTLG-EDNGDPEAFRGWVKTWTWTLTGFCFYMTASWVVDACLPANPVASVELFKQVPLLVYQMSSTAFFTALVLNLTSLLFEDNAPKRQLALLSCAIKGAA :  123

Cr2c-Cyclop1 : CHTDLLLVTGGATVLYDAYGSICIPQRYVQWLVTTPTMVYILSKISDFTPRQTATAIGLDVLMVLSGLVANFLRSPYL-WVAFLTSTAAFIGVLYMMGLMVYSAVKEHTSANSRRSLLFIYMCTLFIWNLFPLAWILHVV :  279
Vc2c-Cyclop1 : CHTDMLLVTGRARVVFDAFGAIVIPQRYVQWMVTTPTMVYILSKISDFTPQQTATAICMDVVMVLSGLMANFAPGPYLNWLMFSVSMLSFVGVLYMMGRMVFSAVKEHSSPSSRRSLLFIYMCTLLIWSMFPVAWVLHLL :  263

Cr2c-Cyclop1 : HRGSPAAEYLNVFANFMAKVLFSSSIMYGNYMTIAQRRLLAQQDAENANRVQMIQDLRDSVTRKDQFMSLMSHELRTPLNGIIQLSDALVRGAGGEMNPKGQHFVRTIKNSSNHLLNIINDILDVAALKEGKLTIKHEVC :  419
Vc2c-Cyclop1 : NSSSPYGEYLNIFANFMAKVLFSSSIMYGNYMTIAQRRLLAQQAAENAHRVRMIQELRDAVTRKDQFMSLMSHELRTPLNGIIQLSDALVRGAGGEMNPKGQHFVKTIKNSSNHLLNIINDILDVAALKEGKLTIKHELC :  403

Cr2c-Cyclop1 : SLAKAVDHVVDIVAPLAKKEVTMERWVDPATPLIIADFSRVIQILYNLTGNALKFTNKGRVGVRVEPSADGTHVLLQVSDTGIGIPKDRLHSIWGAFEQVDMSVTRKYGGTGLGLNIVKQLVEAHEGTIEVASVEGRGTT :  559
Vc2c-Cyclop1 : SLAKAVEHVVDIVAPLARKDVAIERSVDPHTPLIIADFSRVIQILYNLAGNALKFTHRGRVCVRVSPSADGSSVTLQVADTGIGIPPERISGIWGAFEQVDMSVTRKYGGTGLGLNIVKQLVEAHEGKIEVQSAEGRGTT :  543

Cr2c-Cyclop1 : FTVELPVLQSSTRRSLEGQVLDSLTRCGHAAARDTMVQRRTRSRP-----SLGLEDTITQFARGVQRRASGLLGVAKAAQEAGSNAGTGPAGSTGAGAGGGGGAGGGGQRDSLDREEGEQLLRKRTHELEHESRLGDLAR :  694
Vc2c-Cyclop1 : FTVTLPVLQPCTRQSLELQVMESLSKCGHASARAAVSRRRSNRLASTSGRKPSLEETASKLARGTTRHASGLTSPSRRDAAD------------------------GNVSGSNSQEKEDVLYRRRTQELERENLMGELQR :  659

Cr2c-Cyclop1 : RTVHKQSMEEADLASRQLLLSDYERRAERDTRSLERIDSGQPGLTNGGGEGAGGAAGGGAGSGGGGGSAPGSAGKAGVAGGSCRGDVRGGGTDGRGGGGGGAGGAGG-----GGGGGNGGGGASGGGGRRSGAPTSGRAS :  829
Vc2c-Cyclop1 : RAEHKRSMEEAHRVSRQLQLSEPERQAERDSRSLERLDLQIAARPPPS-----------------------LPAPAAAAGGSCLRNSSETGVKSSPGSITAAGSLGSFQAWRGEASEVAHRAVTGHSSRTS-----GEAR :  771

Cr2c-Cyclop1 : LGELPSGGSGGGGGGGGGGGDGTPESPRSAIARRGLLAMRQSSLSNLRGATSARAGGAAGGAAASGGGVSVGRWASTTDTGFANQGAAAAAWRGDSHRTLPGVEGGCVSVSSANGNSIADVYEALQLARASNESGGGGGG :  969
Vc2c-Cyclop1 : E-ALATRGSVGGGGGGGG-CSG-------------------------------------------------------------------------------------STAVSTGGNSLADVYEHLLLARGSTDSHSGHGL :  824

Cr2c-Cyclop1 : GGGGGGGGNGSSLKASGGSLALRMSAYGRTGYGGANGGGGGGA-NGLNGYGGGGGALGGSGASGSLLKSALESDLYRNGPSPRDPYDCDASSVGADSEYEWVGDGGGAGGGGAFGGRSRGPTSTGSLALGGMACGPGGRR : 1108
Vc2c-Cyclop1 : VRKLSATSVGGGSKSNTVREALRMSTYGRTPGGGGCGGGGGGGGGGMHSHS---GP--VPGGTSHLLLKALDSDLYRGARESHD----DGSSVGADSESDGLRA-------------------------------AGRRS :  924

Cr2c-Cyclop1 : HQPPKPSLRSGKLTPMLSNA----AAAAAAITAVPPGLTLDKLAYSDMYGTIQVLSVDDEDINQIVLEEILTDSGYAFARCMDGAEALEWLCASDTMPDLILLDCMMPVMSGHEFCATLRKVIPGNVLPVIMVSAKSDEE : 1244
Vc2c-Cyclop1 : QKGPGPVSRSGKIMPASASLNSTNALVTASSLSPPPGLTLDKLPYSDMYGTVQILSVDDEEVNQIVLEEILTSTGYHFARCMDGLEALDWLCASETMPDLILLDCMMPNMSGHEFCATLRKVIPGNVLPVIMVSAKSDED : 1064

Cr2c-Cyclop1 : NIVEGLRSGSNDFVRKPYQREELLARIETQLRLKSDSWWLAELVNNVDGRETESMKLLKNILPESIIARMQQGQKFVADSHGHVVILFSDIVGFTSLSSKLPTAEVFLMLSNMFTAFDKLTDRFSVYKVETIGDAYMVAA : 1384
Vc2c-Cyclop1 : NIVEGLRSGSNDFVRKPYRREELLARIETQLRLKSDSWWLAELVNNVDGRETESMKLLKNILPESIIARMQQGQKFVADSHPHVVILFSDIVGFTSLSSKLPTAEVFLMLSNMFTAFDKLTDRFSVYKVETIGDAYMVAA : 1204

Cr2c-Cyclop1 : GHDEDEDKEAKGSPLMRVLGFARAMLDVVRNITAPNGERLRIRIGVHCGPAFAGVIGMKCPRYCFLGDTVNTASRMESTGFPMCIHVSENVFKHHPAAEAELQEVGERDIKGKGHMRTYVVRTGAWEQALRDFAARQQAA : 1524
Vc2c-Cyclop1 : GHDEDEDKARKGSPLTRVLGFAKAMLDVVRNITAPNGERMRIRIGVHCGPAFAGVIGMKCPRYCFLGDTVNTASRMESTGFPMCIHVSEDVYQHHPNMEGEFVEVGEREVKGKGRMRTYLVRVGAWEQALRDYAPRQQTA : 1344

Cr2c-Cyclop1 : AAAAQAQAQTLALA-------RQQAALLQQQHEQLQLQLQ------ANGGGGGGGA---TAN---------AAKAAADALAQLPASLSFDSASAGSTSSMLPLSGGSVAGAAARTANSLAPGAGGGGAAAGAADGGGGGN : 1639
Vc2c-Cyclop1 : AASTSASASAAGQQQQQQHQRPAQATTMQQQQQQLQQQQQLSCQQPEREGLHGGAAEGAKSTGVSSGGLGGGELHPQPQLSQLSHRASFGAVSPGGSRS---------AGQ-----VMLCPSSSSAAAAAAAA----AAA : 1466

Cr2c-Cyclop1 : GCGGGGGAVRMGHLLSTVAEEGSLPGSPSSFAAAAAAAALSPSAAAQQQQQQAPGYHPSHL-RTASAGAGRSPLSRGELPAAASSPLQPGGGAAAGAAGSSPLLPPLLRGANHYTDPRLAGGLRPSFSTGGYVLEDDSDD : 1778
Vc2c-Cyclop1 : ANDGNHNNGRFVHLLSTVAEEVSVPPSPLLLPDATAAVTD----------GNGVGFGLVRPQLTGSAMGVRSPLSRPELSA--------------------PRLP-----------------PRTTFGSEAYYCDETSDD : 1559

Cr2c-Cyclop1 : GGTSTNTGVGGGTGHGMGSSLGEGRAGSISLTGIGAR-SFTGASCGGGAGGGGGGGGLRMLNSPTGQYDTGDAGENGSSGPGGSGGGGGEVGGSGGTPSGLRVHVPRSLSGLSGGSYGSGGSTGIGMSRAGLGSATAAAA : 1917
Vc2c-Cyclop1 : GANSTLNGMIMASGGALRSC-------SGSLTGLLPASPFLLQT---APATGAGAGARRAVSDASGYGNTGD---------------GGDSGRQPGHASVLDVAA----------------------------------- : 1639

Cr2c-Cyclop1 : AASGACFLTSDAADASFSGGVLAATTSHAALGSGGAADSQHAPSAAGAVMGSSPAAALQVSPASPGGAAAGGLGSGLSPQSSLYGGAQLLLSPNSAGLHSGHANTTLAYLEQRIASLGTQLATEALSRQRLQDELDAERR : 2057
Vc2c-Cyclop1 : ---------------------------EFGLGVGGAAATA--PAVA-----HLREDGLAFAPATA----AGGAG----R---------------VGSVTGGAVIPATGYLEQQITRLGTQLAAETSKRQRLQADLDEERR : 1722

Cr2c-Cyclop1 : RAAGAMQQASLLMQQLRNATQAAGGGSGGAPSSVAAAAAAAGQEQHLARLQLGSGGGGADAASGGGGGAALPPSAAVPLSRLPPPP----RGAGGAVASLRAAGGANELL-----------PTSN-EANSNADADVIIGG : 2181
Vc2c-Cyclop1 : RSASALQHVTLLQQQAAALATAAAFTSSAT-------SSTAGRQDSTDR-------NGAVATSYGS----CSASTKHPCNNLPSGGPSAKNGTKHGGNSVRQQKQLEQQLRDQEQQQQQQQPISQCDSSYAPDAEIVILG : 1844

Cr2c-Cyclop1 : GGMSSTVVPAAQPPSSSAFGSAGAATSGGSGNDDQ----EITLASPFVSDLPAYALEAGDVVPNSLDFASQGFDPGSSGAGGRGGGGGSRHAGRAAAAQQRPSSKVQRMNVGDAAALMLQPPKAQ--------QLQPGSQ : 2309
Vc2c-Cyclop1 : PADDDADIG--DGSGGSGGGSGGAAGTAGPDSDEGPALEQQRVPSRFPLHLPVAASS-GSVEG--GASPRAGLDPRVTTMQG----------------------------TGNSSNLMRDSPLVLTDIEWHSNGLRRPDD : 1951

Cr2c-Cyclop1 : STAFVEA------GGVGRSGASGGGIAEPLPGSAAEAYSGYSRQQLEDQLLLPVPMPTSITAL-MPGGGTAAATAAVGTATAASTT-----TTTTTTVSHHRHVFHTSAAAGLALSAHPAPGSSPLPAPSSSSPCTALQP : 2437
Vc2c-Cyclop1 : ATAAAETGSPEAAVAVGRRE-TGGGVHVHAT----DARGGGT-----GGALVSSPVSPPLHPLHSPPAGLLAARPASDSTTNDTTTDQKLFYDSGARVNAAVEPFHTSLSHGLKAAVIVRAG-----TAGGTGGCHVVQS : 2076

Cr2c-Cyclop1 : LQLQPPPLPCYSLDALFVDLGLEPYLPRFRDEAIRLDMLLSMDAQQLERLGLKPLGYRIRVREAVVELARGLLRSSEDAAVLVEMSQQHQHQQQYRSQQAQQLQQQHQPLER-------------------------- : 2549
Vc2c-Cyclop1 : ----GWLMPRYSLDVLFEELGLLPYLGAFQEEAIRLDQLLGMDTGQLERLGLRPLGYCLRLREAVLDLARRLLRACEEAARLPQPLALTDAAPVLGAPHAAAAEAIPSSINSGGGGGGGGGDGGGGGGGGGGAAMRSG : 2210

Opsin domain

dimerization and histidine phosphotransferase (DHp) domain

catalytic and ATPase (CA) domain

Response regulator

Guanylyl  cyclase

Additional file 2: Figure S2


	Slide Number 11

