Table S1.docx: Selection of transcriptional regulators with a modified stability in the rph-1 pnp double mutant. Fold-change (FC) of half-lives in the rph-1 pnp double mutant compared to the rph-1 control strain is given with the associated p-value. The 6 stabilized mRNAs in the rph-1 pnp double mutant are in red whereas the highest destabilized mRNAs defined with FC< 0.3 are in green.
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b1508 hipB

2.27 1.46E-02

antitoxin of HipAB toxin-antitoxin system

b4062 soxS

2.23 1.49E-02

DNA-binding transcriptional dual regulator

b1399 paaX

2.11 1.85E-03

DNA-binding transcriptional repressor of phenylacetic acid degradation paa operon

b1507 hipA

2.09 2.66E-02

serine protein kinase required for perister formation; toxin of HipAB toxin-antitoxin system

b1334 fnr

1.90 4.48E-02

DNA-binding transcriptional dual regulator, global regulator of anaerobic growth

b1642 slyA

1.69 3.22E-02

DNA-binding transcriptional activator

b4480 hdfR

0.29 7.48E-04

DNA-binding transcriptional regulator

b1735 chbR

0.29 1.01E-03

Repressor, chb operon for N,N'-diacetylchitobiose utilization

b1712 ihfA

0.27 4.06E-04

integration host factor (IHF), DNA-binding protein, alpha subunit

b3569 xylR

0.27 1.63E-03

DNA-binding transcriptional activator, xylose-binding

b2684 mprA

0.27 3.66E-05

DNA-binding transcriptional repressor of microcin B17 synthesis and multidrug efflux

b3973 birA

0.27 9.16E-05

bifunctional biotin-[acetylCoA carboxylase] holoenzyme synthetase/ DNA-binding transcriptional repressor

b3423 glpR

0.27 9.84E-05

DNA-binding transcriptional repressor

b1987 cbl

0.26 4.11E-04

DNA-binding transcriptional activator for the ssuEADCB and tauABCD operons

b3934 cytR

0.26 2.85E-04

DNA-binding transcriptional dual regulator

b4018 iclR

0.26 5.89E-05

DNA-binding transcriptional repressor

b4241 treR

0.25 1.24E-03

DNA-binding transcriptional repressor

b1303 pspF

0.25 4.97E-05

DNA-binding transcriptional activator

b3702 dnaA

0.25 4.50E-05

chromosomal replication initiator protein DnaA, DNA-binding transcriptional dual regulator

b2369 evgA

0.25 5.60E-03

DNA-binding response regulator in two-component regulatory system with EvgS

b1530 marR

0.24 1.26E-03

DNA-binding transcriptional repressor of multiple antibiotic resistance

b0338 cynR

0.24 4.56E-04

transcriptional activator of cyn operon; autorepressor

b0113 pdhR

0.24 7.33E-05

DNA-binding transcriptional dual regulator

b3025 qseB

0.23 4.70E-04

quorum sensing DNA-binding response regulator in two-component regulatory system with QseC

b2125 yehT

0.22 2.89E-03

predicted response regulator in two-component system withYehU

b0464 acrR

0.22 4.14E-04

DNA-binding transcriptional repressor

b4124 dcuR

0.22 1.81E-04

DNA-binding response regulator in two-component regulatory system with DcuS

b2427 murR

0.22 1.05E-02

Repressor for murPQ, MurNAc 6-P inducible

b3131 agaR

0.22 4.63E-06

DNA-binding transcriptional repressor of the aga regulon

b4191 ulaR

0.20 2.62E-04

transcriptional tepressor for the L-ascorbate utilization (ula) divergon

b4393 trpR

0.18 7.22E-05

DNA-binding transcriptional repressor, tryptophan-binding

b2151 galS

0.17 1.03E-03

DNA-binding transcriptional repressor

b3753 rbsR

0.17 6.49E-06

DNA-binding transcriptional repressor of ribose metabolism

b0620 dpiA

0.14 1.90E-04

DNA-binding response regulator in two-component regulatory system with citA

b3261 fis

0.13 1.74E-05

global DNA-binding transcriptional dual regulator

b4133 cadC

0.13 1.44E-04

DNA-binding transcriptional activator

b1014 putA

0.08 4.36E-05

fused DNA-binding transcriptional regulator/proline dehydrogenase/pyrroline-5-carboxylate dehydrogenase

b1040 csgD

0.07 1.05E-04

DNA-binding transcriptional activator for csgBA


