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CW4
CGMCC No:12825
Morphological, biochemical tests and sequence analysis showed that the identified strain was Bacillus subtilis.

Table S1: biochemical tests of CW4
	Item
	Identification result

	Contact enzyme
	+

	Anaerobic growth
	-

	VP test
	+

	Sugar fermentation (Glucose, xylose, arabinose, mannitol)
	+

	Gas production by glucose
	-

	Nitrate reduction
	+

	6.5% Nacl growth
	+

	Starch hydrolysis
	+

	Gelatin liquefaction
	+


“+”: positive; “-”: negative


CWLP    
CGMCC No: 1.510
16S rRNA sequence analysis showed that the identified strain was a Lactobacillus plantarum strain.
[bookmark: _GoBack]16S rRNA: 1344bp
TGCATCTTGATTTACATTTGAGTGAGTGGCGAACTGGTGAGTAACACGTGGGAAACCTGCCCAGAAGCGGGGGATAACACCTGGAAACAGATGCTAATACCGCATAACAACTTGGACCGCATGGTCCGAGCTTGAAAGATGGCTTCGGCTATCACTTTTGGATGGTCCCGCGGCGTATTAGCTAGATGGTGGGGTAACGGCTCACCATGGCAATGATACGTAGCCGACCTGAGAGGGTAATCGGCCACATTGGGACTGAGACACGGCCCAAACTAATACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGGTTTCGGCTCGTAAAACTCTGTTGTTAAAGAAGAACATATCTGAGAGTAACTGTTCAGGTATTGACGGTATTTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTTTTTAAGTCTGATGTGAAAGCCTTCGGCTCAACCGAAGAAGTGCATCGGAAACTGGGAAACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGTATGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCATACCGTAAACGATGAATGCTAAGTGTTGGAGGGTTTCCGCCCTTCAGTGCTGCAGCTAACGCATTAAGCATTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCTACGCGAAGAACCTTACCAGGTCTTGACATACTATGCAAATCTAAGAGATTAGACGTTCCCTTCGGGGACATGGATACAGGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTATCAGTTGCCAGCATTAAGTTGGGCACTCTGGTGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAACGAGTTGCGAACTCGCGAGAGTAAGCTAATCTCTTAAAGCCATTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCTAC


Table S2: BLAST results of CWLP
	Description
	Max score
	Total score
	Query cover
	E value
	Ident
	Accession

	Lactobacillus plantarum strain UNIFG122 16S ribosomal RNA gene, partial sequence 
	2466
	2466
	99%
	0.0
	99%
	KP899091.1 

	Lactobacillus plantarum strain UNIFG108 16S ribosomal RNA gene, partial sequence 
	2466
	2466
	99%
	0.0
	99%
	KP899084.1 

	Lactobacillus plantarum strain UNIFG107 16S ribosomal RNA gene, partial sequence 
	2466
	2466
	99%
	0.0
	99%
	KP899083.1 

	Lactobacillus plantarum strain HL14403 16S ribosomal RNA gene, partial sequence 
	2460
	2460
	99%
	0.0
	99%
	KY417131.1 

	Lactobacillus plantarum strain 3B2 16S ribosomal RNA gene, partial sequence 
	2460
	2460
	99%
	0.0
	99%
	MG561858.1 

	Lactobacillus plantarum strain NWAFU1529 16S ribosomal RNA gene, partial sequence 
	2460
	2460
	99%
	0.0
	99%
	MG551199.1 

	Lactobacillus plantarum strain HY-08 16S ribosomal RNA gene, partial sequence 
	2460
	2460
	99%
	0.0
	99%
	MG547899.1 

	Lactobacillus plantarum strain NWAFU1285 16S ribosomal RNA gene, partial sequence 
	2460
	2460
	99%
	0.0
	99%
	MG462194.1 

	Lactobacillus plantarum strain NWAFU1227 16S ribosomal RNA gene, partial sequence 
	2460
	2460
	99%
	0.0
	99%
	MG462122.1 

	Lactobacillus plantarum strain NWAFU1203 16S ribosomal RNA gene, partial sequence 
	2460
	2460
	99%
	0.0
	99%
	MG462098.1 




