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Other

Additional file 1. Community States are Consistent between Datasets. Deblurred data from the
staging study and GBS colonization study were merged and rarified to 500 sequences per sample.
Merged data was clustered by community state with Ward’s linkage of Euclidean distances (silhouette
score 0.659, sklearn). Bacterial abundances are indicated by heatmap intensity corresponding to the
colorbar ranging from purple to yellow



