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Table S1. Experimental protocol. 
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Table S2. The list of used mice in gene expression analysis.
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Table S3. Overlapped genes differentially expressed in both Sert KO and HZ data sets, as determined by microarray analysis. Blue indicates gene upregulations and red indicates gene downregulations.
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Table S4. Overlapped genes differentially expressed in both Trp- data sets and Ctrl data sets in Sert HZ, as determined by microarray analysis. 
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Table S5. Overlapped genes differentially expressed in both Trp- data sets and Ctrl data sets in Sert KO, as determined by microarray analysis. Blue indicates gene upregulations and red indicates gene downregulations.　
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Kif12 kinesin family member 12 -2.1745 2.1502

4933416A02Rik RIKEN cDNA 4933416A02 gene -2.166 2.0937

Bcl2l14 BCL2-like 14 (apoptosis facilitator) -2.1538 2.0381

Gm16982 predicted gene, 16982 -2.149 2.087

Gnat2 guanine nucleotide binding protein, alpha transducing 2 -2.144 2.28

Cd247 CD247 antigen -2.1432 1.977

Gm16505 predicted gene 16505 -2.1417 2.1371

Defb26 defensin beta 26 -2.1222 2.0699

A730032A03Rik RIKEN cDNA A730032A03 gene -2.1199 2.086

Rxfp3 relaxin family peptide receptor 3 -2.1193 2.0782

A530013C23Rik RIKEN cDNA A530013C23 gene -2.115 2.0814

Stfa2 stefin A2 -2.1147 2.1463

Angptl7 angiopoietin-like 7 -2.1092 2.0061

H2-M11 histocompatibility 2, M region locus 11 -2.1074 2.0701

Kctd11 potassium channel tetramerisation domain containing 11 -2.1039 2.0842

Olfr774 olfactory receptor 774 -2.0972 1.8817

Wfdc6a WAP four-disulfide core domain 6A -2.0884 1.9246

Vmn2r10 vomeronasal 2, receptor 10 -2.0824 2.0127

Oxct2b 3-oxoacid CoA transferase 2B -2.0759 2.0764

Txndc8 thioredoxin domain containing 8 -2.0757 3.0419

Olfr735 olfactory receptor 735 -2.0635 3.4388

4930517G19Rik RIKEN cDNA 4930517G19 gene -2.0543 2.0654

Cnksr1 connector enhancer of kinase suppressor of Ras 1 -2.0468 2.1537

Papln papilin, proteoglycan-like sulfated glycoprotein -2.0429 1.9939

Dph1 DPH1 homolog (S. cerevisiae) -2.0342 1.9954

Defb33 defensin beta 33 -2.0335 2.2013

4921517O11Rik RIKEN cDNA 4921517O11 gene -2.0314 4.461

Erv3 endogenous retroviral sequence 3 -2.0097 1.9606

Olfr113 olfactory receptor 113 -2.0052 1.9889

Reck reversion-inducing-cysteine-rich protein with kazal motifs -1.9979 1.931

Gc group specific component -1.994 2.2201

Wfdc6b WAP four-disulfide core domain 6B -1.9892 1.9755

Ssc5d scavenger receptor cysteine rich domain containing (5 domains) -1.9869 1.9178

Defb42 defensin beta 42 -1.9612 3.5958

Gm5105 predicted gene 5105 -1.956 1.9427

1810008I18Rik RIKEN cDNA 1810008I18 gene -1.9533 1.8447

Epgn epithelial mitogen -1.9387 1.9519

9230102O04Rik RIKEN cDNA 9230102O04 gene -1.9215 2.0131

Trim43b tripartite motif-containing 43B -1.9149 2.0283

Olfr123 olfactory receptor 123 -1.9122 1.7034

Gimap4 GTPase, IMAP family member 4 -1.9057 1.8319

Terc telomerase RNA component -1.9045 1.7728

Tert telomerase reverse transcriptase -1.8836 1.822

Cpne1 copine I -1.8787 1.6694

4930406D18Rik RIKEN cDNA 4930406D18 gene -1.8698 2.4348

G6pc glucose-6-phosphatase, catalytic -1.8653 1.8203

2700022O18Rik RIKEN cDNA 2700022O18 gene -1.8369 1.9062

Chrm4 cholinergic receptor, muscarinic 4 -1.835 1.8018

5033421B08Rik RIKEN cDNA 5033421B08 gene -1.827 1.7395

Tlcd2 TLC domain containing 2 -1.8113 1.8504

Rfesd Rieske (Fe-S) domain containing -1.811 1.8028

Cpb2 carboxypeptidase B2 (plasma) -1.8108 1.856

Sqstm1 sequestosome 1 -1.797 1.7375

6030498E09Rik RIKEN cDNA 6030498E09 gene -1.7804 1.7344

Tcp11 t-complex protein 11 -1.7581 1.9144

Olfr1043 olfactory receptor 1043 -1.7554 1.6309

Bmp3 bone morphogenetic protein 3 -1.7439 1.849

Fbxo24 F-box protein 24 -1.7374 1.742

Cpped1 calcineurin-like phosphoesterase domain containing 1 -1.723 1.5501

Fignl1 fidgetin-like 1 -1.7184 1.6479

Usp44 ubiquitin specific peptidase 44 1.7077 1.625

Pdzd7 PDZ domain containing 7 -1.7031 1.5391

3110009E18Rik RIKEN cDNA 3110009E18 gene -1.6994 1.6855


image6.emf
Cyp2t4 cytochrome P450, family 2, subfamily t, polypeptide 4 -1.6932 1.6727

4932411E22Rik RIKEN cDNA 4932411E22 gene -1.69 1.652

4930557B15Rik RIKEN cDNA 4930557B15 gene -1.6747 3.6638

4930481B07Rik RIKEN cDNA 4930481B07 gene -1.6652 1.6381

Gstm7 glutathione S-transferase, mu 7 -1.665 1.2033

Rfx3 regulatory factor X, 3 (influences HLA class II expression) -1.6639 1.5905

Zfp945 zinc finger protein 945 -1.6215 1.9562

Fam83e family with sequence similarity 83, member E -1.6037 1.8553

S100a3 S100 calcium binding protein A3 -1.6026 1.6669

Spert spermatid associated -1.6016 1.5909

Gm10034 predicted gene 10034 -1.5994 1.4694

AU046084 expressed sequence AU046084 -1.5828 1.6081

Tfpi tissue factor pathway inhibitor -1.5687 1.4448

Abcc6 ATP-binding cassette, sub-family C (CFTR/MRP), member 6 -1.5586 1.3792

Sox15 SRY-box containing gene 15 -1.5353 7.1898

Mpg N-methylpurine-DNA glycosylase -1.526 1.596

Kcnk16 potassium channel, subfamily K, member 16 -1.5138 1.8842

1110020A21Rik RIKEN cDNA 1110020A21 gene -1.4917 1.563

Nfya nuclear transcription factor-Y alpha -1.4755 1.3858

C79246 expressed sequence C79246 -1.4668 1.6223

Slurp1 secreted Ly6/Plaur domain containing 1 -1.4612 1.7645

4921516I12Rik RIKEN cDNA 4921516I12 gene -1.4599 1.5252

Upk2 uroplakin 2 -1.4462 1.2727

Lpin3 lipin 3 -1.4419 1.5223

Cdc42bpg CDC42 binding protein kinase gamma (DMPK-like) -1.4388 1.5917

Gm10732 predicted gene 10732 -1.4331 1.6361

A430088P11Rik RIKEN cDNA A430088P11 gene -1.4196 1.3824

Gm14420 predicted gene 14420 -1.4173 1.405

Exoc3l2 exocyst complex component 3-like 2 -1.3944 1.635

Agmat agmatine ureohydrolase (agmatinase) -1.3927 1.3314

Gm10280 predicted gene 10280 -1.3915 1.5421

Trim68 tripartite motif-containing 68 -1.3848 1.3461

Ins2 insulin II -1.3819 1.3115

Alg3 asparagine-linked glycosylation 3 (alpha-1,3-mannosyltransferase) -1.3699 1.35

Gprc5a G protein-coupled receptor, family C, group 5, member A -1.3694 1.3013

Slc26a1 solute carrier family 26 (sulfate transporter), member 1 -1.3679 1.3117

Dcps decapping enzyme, scavenger -1.363 1.4974

Gm13372 predicted gene 13372 -1.3452 1.2982

Stox1 storkhead box 1 -1.3365 1.28

Txndc2 thioredoxin domain containing 2 (spermatozoa) -1.334 2.4242

1700003F12Rik RIKEN cDNA 1700003F12 gene -1.3243 1.347

1700055N04Rik RIKEN cDNA 1700055N04 gene -1.3155 1.4157

Sgk3 serum/glucocorticoid regulated kinase 3 -1.3018 1.543

Pick1 protein interacting with C kinase 1 -1.2956 1.3725

Ush1g Usher syndrome 1G -1.2727 1.2536

Csf2rb2 colony stimulating factor 2 receptor, beta 2, low-affinity (granulocyte-macrophage) -1.2719 1.308

Tpsb2 tryptase beta 2 -1.2672 1.452

Olfr373 olfactory receptor 373 -1.2654 1.2682

Dzip1 DAZ interacting protein 1 -1.2595 1.4356

Olfr1170 olfactory receptor 1170 -1.2593 1.2409

Olfr237-ps1 olfactory receptor 237, pseudogene 1 -1.2397 1.2593

Cnnm3 cyclin M3 -1.2369 1.2523

Ccl19 chemokine (C-C motif) ligand 19 -1.225 1.2438

Srcap Snf2-related CREBBP activator protein -1.208 1.2032

Lrrc46 leucine rich repeat containing 46 -1.2018 1.4447

Gal3st3 galactose-3-O-sulfotransferase 3 1.2013 -1.4543
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KO(Ctrl) KO(Trp-) 

/ WT(Ctrl) /KO(Ctrl)

AU015836 expressed sequence AU015836 9.9331 -3.8597

Gfi1 growth factor independent 1 5.4409 -5.4925

Gstm6 glutathione S-transferase, mu 6 4.7353 -4.0717

AU015558 expressed sequence AU015558 -4.6304 4.2541

BC049730 cDNA sequence BC049730 -4.0593 4.5641

Crb1 crumbs homolog 1 (Drosophila) 2.8112 -2.4151

4930434J08Rik RIKEN cDNA 4930434J08 gene 2.2854 -2.1352

Olfr570 olfactory receptor 570 2.0229 -1.7906

A930011G23Rik RIKEN cDNA A930011G23 gene -1.9939 1.4062

Ces1h carboxylesterase 1H -1.6688 2.2416

Olfr1040 olfactory receptor 1040 -1.6166 1.6713

Crct1 cysteine-rich C-terminal 1 1.539 3.7126

4932416J16Rik RIKEN cDNA 4932416J16 gene 1.4914 -1.3194

Ccdc40 coiled-coil domain containing 40 -1.456 1.331

Mt1 metallothionein 1 1.4233 1.4198

Syt6 synaptotagmin VI -1.4212 -1.3402

Tfrc transferrin receptor -1.4053 -1.4088

Spata2l spermatogenesis associated 2-like 1.3898 -1.283

Gm10143 predicted gene 10143 -1.3731 1.3727

Magi1 membrane associated guanylate kinase, WW and PDZ domain containing 1 -1.3291 1.2775

5430420F09Rik RIKEN cDNA 5430420F09 gene -1.2996 1.2561

Dennd2d DENN/MADD domain containing 2D -1.2941 1.2706

Runx2 runt related transcription factor 2 -1.2827 1.205

Bub1 budding uninhibited by benzimidazoles 1 homolog (S. cerevisiae) 1.2803 -1.3364

Fgf23 fibroblast growth factor 23 -1.2439 1.3047

Trim40 tripartite motif-containing 40 -1.2361 1.2012

Gm4098 predicted gene 4098 -1.2295 -1.2568

Nlgn1 neuroligin 1 -1.2267 1.216

4833417C18Rik RIKEN cDNA 4833417C18 gene -1.2195 1.2759

Cyp2d34 cytochrome P450, family 2, subfamily d, polypeptide 34 -1.2185 1.2135

Abca14 ATP-binding cassette, sub-family A (ABC1), member 14 1.2181 1.3642

2810403G07Rik RIKEN cDNA 2810403G07 gene -1.2132 1.2255

4930546C10Rik RIKEN cDNA 4930546C10 gene -1.2094 1.3203

Name Description

Fold change
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First cohort

Elevated plus maze test

Hole board test

Social interaction test

Three chamber test

Second cohort

Locomotor test

Social interaction test

Third cohort

Microdialysis

Fourth cohort

Gene analysis

3-6 months

4-5months

4-5months

4-5months


image2.emf
Litter Group

1 Sert HZ (Trp-), Sert KO (Trp-), Sert KO (Trp-)

2 WT (Trp-), Sert HZ (Trp-)

3 WT (Ctrl), Sert HZ (Ctrl)

4 Sert HZ (Ctrl), Sert KO (Ctrl), Sert KO (Ctrl)

5 WT (Trp-), Sert HZ (Trp-), Sert KO (Trp-)

6 WT (Ctrl), WT (Ctrl), Sert KO (Ctrl)

7 Sert HZ (Trp-), Sert KO (Trp-)

8 WT (Trp-)

9 WT (Ctrl), Sert HZ (Ctrl), Sert KO (Ctrl)

10 WT (Trp-), Sert KO (Ctrl)


image3.emf
KO(Ctrl)

HZ(Ctrl)

/WT(Ctrl) /WT(Ctrl)

AU015836 expressed sequence AU015836 9.9331 7.6405

Gfi1 growth factor independent 1 5.4409 4.4001

Slc6a4 solute carrier family 6 (neurotransmitter transporter, serotonin), member 4 5.3755 3.38

Mstn myostatin 4.362 3.2635

1700084F23Rik RIKEN cDNA 1700084F23 gene -3.0045 -3.2331

A930011G23Rik RIKEN cDNA A930011G23 gene -1.9939 -1.2347

Glod4 glyoxalase domain containing 4 -1.9672 -1.6543

Tmigd1 transmembrane and immunoglobulin domain containing 1 -1.9392 -1.7444

4930562F07Rik RIKEN cDNA 4930562F07 gene -1.8528 -2.6188

C130026I21Rik RIKEN cDNA C130026I21 gene -1.814 -2.4174

A730009L09Rik RIKEN cDNA A730009L09 gene -1.7862 -1.6591

Ldlrad1 low density lipoprotein receptor class A domain containing 1 1.6207 1.7115

Gm5891 predicted gene 5891 -1.5918 -1.6862

2310015D24Rik RIKEN cDNA 2310015D24 gene 1.5833 1.7974

Ppp1r12b protein phosphatase 1, regulatory (inhibitor) subunit 12B -1.5464 -1.2072

LOC100503338 uncharacterized LOC100503338 -1.5221 -1.4301

Depdc1a DEP domain containing 1a 1.5197 1.7043

Cyp1a1 cytochrome P450, family 1, subfamily a, polypeptide 1 1.5027 2.3599

5430427G11Rik RIKEN cDNA 5430427G11 gene -1.4721 -1.2538

E230025N22Rik Riken cDNA E230025N22 gene -1.4433 -1.5638

D230044P21Rik RIKEN cDNA D230044P21 gene -1.4388 -1.2187

Gm6787 proteasome (prosome, macropain) subunit, beta type 7 pseudogene -1.4039 -1.2182

Cdc25c cell division cycle 25C -1.4012 -1.3491

Vmn1r20 vomeronasal 1 receptor 20 1.3983 1.6568

Cldn4 claudin 4 -1.3919 -1.8302

Gm13180 predicted gene 13180 -1.3658 -1.2138

Tlcd2 TLC domain containing 2 1.3574 -1.8113

Gm5144 predicted gene 5144 -1.348 -1.256

Fam84b family with sequence similarity 84, member B 1.3341 1.3525

Col14a1 collagen, type XIV, alpha 1 -1.3315 -1.2309

Dnajb11 DnaJ (Hsp40) homolog, subfamily B, member 11 -1.3093 -1.4742

Bub1 budding uninhibited by benzimidazoles 1 homolog (S. cerevisiae) 1.2803 1.3004

Txn2 thioredoxin 2 -1.2713 -1.4916

AI414108 expressed sequence AI414108 -1.2509 -1.313

F630201L12Rik RIKEN cDNA F630201L12 gene -1.2502 -1.2681

Dppa3 developmental pluripotency-associated 3 1.2441 1.4691

Hist1h3i histone cluster 1, H3i -1.2371 -1.2159

Name Description

Fold change 
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HZ(Ctrl) HZ(Trp-)

/WT(Ctrl) /HZ(Ctrl)

AU015836 expressed sequence AU015836 7.6405 -1.654

Fhdc1 FH2 domain containing 1 7.4734 -2.7365

1700040F15Rik RIKEN cDNA 1700040F15 gene -5.4518 10.0179

Defb6 defensin beta 6 -5.3697 13.2799

Sly Sycp3 like Y-linked -5.1611 9.1672

Akr1c20 aldo-keto reductase family 1, member C20 -4.8954 3.2984

9330175E14Rik RIKEN cDNA 9330175E14 gene -3.6006 3.0637

Olfr401 olfactory receptor 401 -3.3041 2.6657

Lipc lipase, hepatic -3.2811 3.6386

Pycr1 pyrroline-5-carboxylate reductase 1 -2.9086 1.8187

Olfr607 olfactory receptor 607 -2.8348 2.3506

Mettl5 methyltransferase like 5 -2.825 5.3773

Gm4847 predicted gene 4847 -2.8062 3.0231

Mcpt2 mast cell protease 2 -2.7859 2.8298

Adam24 a disintegrin and metallopeptidase domain 24 (testase 1) -2.7827 2.8003

Ccdc158 coiled-coil domain containing 158 -2.765 21.9

Vmn1r18 vomeronasal 1 receptor 18 -2.758 2.5156

Olfr208 olfactory receptor 208 -2.6064 3.6389

Hrasls5 HRAS-like suppressor family, member 5 -2.6014 2.6021

Vmn1r122 vomeronasal 1 receptor 122 -2.565 1.9396

Evc Ellis van Creveld gene syndrome -2.5626 2.2839

Magea1 melanoma antigen, family A, 1 -2.5167 2.4467

F7 coagulation factor VII -2.4737 2.4037

Rhbdd1 rhomboid domain containing 1 -2.4725 2.4476

Hspb7 heat shock protein family, member 7 (cardiovascular) -2.4565 4.4631

Fcrlb Fc receptor-like B -2.4495 2.4427

4930528A17Rik RIKEN cDNA 4930528A17 gene -2.4106 2.375

Zfp54 zinc finger protein 54 -2.3843 2.1081

Olfr90 olfactory receptor 90 -2.382 2.0909

4933430I17Rik RIKEN cDNA 4933430I17 gene -2.3734 2.4158

Krtap12-1 keratin associated protein 12-1 -2.3185 2.2463

Sprr4 small proline-rich protein 4 -2.3009 2.3818

1700034O15Rik RIKEN cDNA 1700034O15 gene -2.2846 2.46

Timm8a2 translocase of inner mitochondrial membrane 8 homolog a2 (yeast) -2.2845 2.6632

Elf4 E74-like factor 4 (ets domain transcription factor) -2.2768 2.0941

Tgtp1 T cell specific GTPase 1 -2.274 2.3062

Dnajb8 DnaJ (Hsp40) homolog, subfamily B, member 8 -2.2588 2.3702

Wnt1 wingless-related MMTV integration site 1 -2.2454 2.2674

Gm12633 zinc finger protein 352 pseudogene -2.2427 2.2173

1110020C17Rik RIKEN cDNA 1110020C17 gene -2.2235 2.1961

Acoxl acyl-Coenzyme A oxidase-like -2.2168 2.9368

Agbl3 ATP/GTP binding protein-like 3 -2.2131 2.173

Vmn1r174 vomeronasal 1 receptor 174 -2.2122 2.3296

Serpina3m serine (or cysteine) peptidase inhibitor, clade A, member 3M -2.2072 2.2467

Vmn1r197 vomeronasal 1 receptor 197 -2.1967 2.1927

Dsg1c desmoglein 1 gamma -2.1902 2.1693

Name Description

Fold change


