[bookmark: _Hlk507922741][bookmark: _GoBack]Table S3 Primers sets used for screening parasites, vectors and endosymbionts
	Target
	Amplicon size (bp)
	Primer name
	Primer sequence (5’-3’)
	Ref.

	Trypanosoma spp. ITS1
	250 - 700a
	ITS1 CF
	CCGGAAGTTACCGATATTG
	NJIRU et al. 2005

	
	
	ITS1 BR
	TTGCTGCGTTCTTCAACGAA
	

	Glossina spp. ITS1
	778 - 1250b
	GlossinaITS1_for
	GTGATCCACCGCTTAGAGTGA
	DYER et al. 2008

	
	
	GlossinaITS1_rev
	GCAAAAGTTGACCGAACTTGA
	

	S. glossinidius Hem
	650
	HemF
	ATGGGAAACAAACCATTAGCCA
	PAIS et al. 2008

	
	
	HemR
	TCAAGTGACAAACAGATAAATC
	


a: Various sizes between 250 and 700 bp depending on the trypanosome(s) species present in the sample (T. brucei ssp.: ~480 bp; T. congolense savannah/forest:~700 bp, T. congolense kilifi ~620 bp; T. simiae: ~400 bp; T. simiae Tsavo: ~370 bp; T. godfreyi: ~300 bp and T. vivax: ~250 bp) . b: Various sizes between 778 and 1250 bp depending on the Glossina species (see Dyer et al 2008 for details).
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