Additional file 1. Evolutionary substitution model and estimated parameters for cytb and GHI by Akaike Information Criterion.

	Gene
	Evolutionary model
	lnL
	Gamma

	cytb
	GTR+G
	-638.643
	0.17

	GHI
	TrN+G
	-1453.496
	0.33


Note: lnL = log likelihood
