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	Chr
	Position
	Ref
	Alt
	Gene Name
	Amino Acid Substitution
	SIFT Prediction
	ExAC South Asians
	ExAC Europeans

	12
	48240233
	G
	A
	VDR
	A303A
	N/A
	0.194%
	0.532%

	12
	49086943
	C
	T
	CCNT1
	R685H
	TOLERATED
	0.000%
	0.006%

	12
	49375280
	G
	T
	WNT1
	G324C
	DAMAGING
	Not found
	Not found




