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Clea Cr Slc CleaA CrA SlcA Clea Cr Slc CleaA CrA SlcA

Actinobacteria 0.5068 0.1915 0.2210 0.0381 0.0030 0.5360 0.3148 0.0707 0.1042 0.0925 0.0035 0.6514

Bacteroidetes 37.0109 38.7890 33.9215 0.0048 44.8514 38.0171 10.2089 11.5923 9.4482 0.0036 19.6144 17.2874

Cyanobacteria 0.0120 0.0000 0.0000 0.0000 0.0000 0.0000 0.0101 0.0000 0.0000 0.0000 0.0000 0.0000

Deferribacteres 0.0000 0.7793 1.1283 0.0000 0.0192 0.3188 0.0000 0.6378 0.9112 0.0000 0.0329 0.4459

Firmicutes 61.4520 59.6719 63.3402 85.2035 47.0288 53.1945 10.7102 11.2963 8.8917 6.4395 15.9259 15.0843

Proteobacteria 0.5451 0.0042 0.4218 14.7529 7.6805 7.9021 0.3100 0.0050 0.1524 6.4519 6.7071 7.2167

Tenericutes 0.0744 0.3141 0.9163 0.0000 0.1263 0.0000 0.0560 0.2781 1.5568 0.0000 0.4555 0.0000

TM7 0.1775 0.0000 0.0000 0.0000 0.0000 0.0000 0.0631 0.0000 0.0000 0.0000 0.0000 0.0000

Verrucomicrobia 0.0405 0.0315 0.0000 0.0004 0.2386 0.0244 0.0458 0.0382 0.0000 0.0013 0.2475 0.0307
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