Additional File 12. Similarities in the OTUs that are classified as different genera within the same family
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Family 1 2 3 4 5 6 7 11

Genus

Curtobacterium (1)

Adlercreutzia (32)

Odoribacter (1)

Jeotgalicoccus (1) Enterococcus (50)

Lactobacillus (458)

Lactococcus (4)

Anaerostipes (1)

Blautia (16)

Clostridium (2)

Coprococcus (28)

Dorea (11)

Marvinbryantia (15)

Butyricicoccus (2) Oscillospira (332) Allobaculum (87)

Clostridium (24)

Bilophila (4)

Enterobacter (12)

Morganella (9)

Proteus (27)

1. Microbacteriaceae Microbacterium (1) 79.9

2. Coriobacteriaceae Atopobium (1) 66.9±2.0

3. Porphyromonadaceae Parabacteroides (84) 73.3±2.2

4. Staphylococcaceae Staphylococcus (3) 69.9±1.6

5. Enterococcaceae Vagococcus (1) 81.6±2.9

6. Lactobacillaceae Pediococcus (1) 73.5±3.3

7. Streptococcaceae Streptococcus (4) 68.7±2.5

8. Lachnospiraceae Blautia (16) 80.4±3.1

Clostridium (2) 74.8±0.9 76.9±1.8

Coprococcus (28) 79.9±2.7 82.2±4.7 75.0±2.8

Dorea (11) 82.3±0.9 84.3±3.7 78.4±1.8 82.1±4.0

Marvinbryantia (15) 71.3±1.3 74.1±1.8 68.2±1.2 73.2±2.2 72.8±2.3

Roseburia (3) 81.5±2.8 84.8±2.2 75.8±2.6 83.1±3.5 84.0±3.0 75.4±2.2

9. Ruminococcaceae Oscillospira (332) 76.2±2.4

Ruminococcus (77) 73.2±2.3 73.9±2.9

10. Erysipelotrichaceae Clostridium (24) 68.5±2.5

Coprobacillus (6) 70.1±2.1 79.6±2.7

11. Desulfovibrionaceae Desulfovibrio (4) 76.8 ±3.1 

12. Enterobacteriaceae Morganella (9) 78.4 ±2.3 

Proteus (27) 76.4 ±2.1  84.1 ±2.5 

Trabulsiella (25) 88.3 ±2.3  82.6 ±2.2  80.0 ±1.9 
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