[bookmark: _GoBack]Additional file 1: The Sequencing result of the afa gene (Sample 1)
Nucleotide Sequence:
ATCGCCGTCAGGTCAGCACAGGCCTCCTCCGCCACGGAGGCACCACGACCCTCTCCGGATGCACGGAACAACGCCGGATATTCCTCAATCCTGACCCCGTAACGCGCCAGCATCTCACGGGTCAGACAGGTCTTCAGATAAGGCCTGCCCTCCGCGTCCCTCTCCGCGTGAAAGGCCATCTCCTGTGAATCCACACGGGAACCATTCAGGATAATGTCAACCGGATAAATGCCGGGTAACTGCCCACCTTCCTCAAACAGGGTCAGGTCCACCCCCTTACCGCCACCTTTCAGCATGGCCGCATCAAAGGAGTAGGTGCGCGCAATACCACTCTCCGCACGAAACATCACACAGGCCACCATCACAGCCAGCGCCAGCCCTGTCACCCCCGTTTTCATCCGCCCTGAAGAAGTATCACGCATCTGTCAGCCCGCCATTTACCCTGTTATCACCTTATGTATTCAACCCTTCAGCTCTGCCTCAAACTGCTTACTGGTCCCGCCGTAATCCGTTATCACCTTCCACTGAACCTTACCCGATGCCCCCGCAGGCAGCGGATATTCACGGGAGGAAAACGGCGCAATATATTCACGCTCCTTCACTTCCTTACCCCCCACCGTCAGCGTGGACAGGTTGATGTAAAACGGCGTCGGGTTAACCCCCTTCAGCCTGTTGCCGGCCCTCTGCCACTCCACCTTGCCGGCCACATCATCCGGTCGCCCCTTCACCGC
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T Algnments ad r
Description ey | o | 1dent | Accession
0 Eschericia ol srain NCTCES.compete genome 1351 2663 100% 0.0 100% Cepisrzat
) Escherihia ol solte NCTCS6EC genome assermbly,chromosome: 1351 2663 100% 00 100% LT60tsed
5 Eschericia ol srain SaT040,complte geome 1351 1351 100% 00 100% CeDiss1
5 Eschericia ol srain DAGO afa peron, pats sequence: 1351 1351 100% 00 100% Kessasyi
5 Eschericia ol srain DA119 afa eron, complete sequence 1351 1351 100% 00 100% KmssassLi
5 Escherihia ol stain HI353 AfA (af2A) AT (3128) ARaC (afeC), AfaD (afa). DraP (4raP)and Afo:(afaE) genes, compete cds 1351 1351 100% 00 100% eEs1sii
5 Escherichia ol afaoperon, strain FV9363 1343 1343 100% 00  99% Fusssissi
5 Eschericia ol sran Eco329.comlete genome 1330 1330 100% 00 9% Cepisisat
5 Eschericia coll ifuse adherence filar adhesin gene locus, complele seauence: 1332 1332 100% 00 9% Amiser2t
5 Escherichia ol srain 1411125 ara operon, compiete sequence 1327 1327 100% 00 9% AFseaisi
) Ecoll afa. fah a0aB, 3aC. afaD, afaE=3 it and rep gznes 1327 1327 100% 00 9% xreessi
5 Escherichia coll VRSD,complel genome: 1317 1317 100% 00 9% Ceoiisat
0 Eschericia ol srain Ecol 445, compete genome 1312 1312 100% 00 9% CepisoTet
5 Eschericia ol srain ZHO53, complte genome 1312 1312 100% 00 99% CRois21
5 Escherihia ol srsin NCTC 13441 genome assembly chromosome: 1 1301 1301 100% 00 9% Liew201
5 Eschericia ol srain Ecol 745, compete genome 1301 1301 100% 00 9% CpiS07a2
) Escherihia ol solte Cos114 genome. 1301 1301 100% 00  99% CPO1e031
5 Eschericia ol srain uk 45212, complete sequence 1301 1301 100% 00  99% CPOiess1
5 Eschericia ol srain DAD? afa oeron, complte sequence 1301 1301 100% 00  99% Kmases1
) Escherihia coll ST131 strain ECS53 chromosome. conglete genome 1301 1301 100% 00  99% HGsaITist
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