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Tp53 protein expression in Mero-14 cell lines
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P53 protein levels and stabilisation induced by DNA damage in Mero-14
cells A. Detection of the Total p53 protein levels in the Mero-14 cell lines
with and without DNA damage by using SDS PAGE and Western Blotting. The
cell lines were incubated for 24 hrs with or without 20uM etoposide. B.
Quantification of the wild-type p53 protein levels in the Mero-14 shown in
Figure S2A, which was generated by using Imagel software. Data is
representative of three experiments; band intensity was normalised to p-actin.

*indicates p<0.05.



(C) Sequence alignment of the coding sequence of the TP53 gene (exons 1-11) from Mero-14 cell line, as

described in Methods.
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