
 

 
 

Figure S1. Genome assembly, annotation, and validation pipeline in 
Pangasianodon hypophthalmus. Gray boxes show used software for each analysis. 

Black boxes indicate processing steps. White boxes show data for input or output. 
 
 
 
 
 
 
 
 
 



 

 
 

Figure S2. Complete mitochondrial genome of striped catfish, Pangasianodon 
hypophthalmus. Using the Mitofish database [28], 37 genes were predicted in the 

probable circular genome.  

 


