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[image: ]Table ES1: Meta-Analysis of the association of methylation at CpGs in the SERPINA* Gene Cluster with FVC level and decline in adult ever smokers from SAPALDIA, ECRHS and NFBC (n=1076) and with circulating AAT concentrations in SAPALDIA (n=561) 


*From SERPINA gene cluster located on chromosome 14 between positions: 94’641’781 and 95’235’125 (human genome build 37/hg19).
† Nominal P-values, Bonferroni corrected significance level for 119 tests is P-value 4.6x10-4
‡Direction of effect for SAPALDIA, ECRHS and NFBC. A positive sign indicates that an increase in methylation is associated with higher level of lung function (cross-sectional models) and with an attenuation of lung function decline, respectively (change model).
Cross-Sectional and repeat cross-sectional models were adjusted for: study center, age, age2, education, height, height2, sex, sex*age, (sex*age)2, sex*height, (sex*height)2, Bcell, CD4T, CD8T, Eos, Mono, NK. Repeat cross-sectional in addition ran with a random intercept on the subject. In predictive models, annual change in lung function was computed as the difference between T2 and T1 divided by time of follow-up: (T2-T1)/follow-up models adjusted for covariates from T1
Sample size for circulating AAT for SAPALDIA n= 561, cross-sectional and prediction models (change) n=1076, and n=1122 for repeat cross-sectional models
Significant CpGs at the nominal level are bolded
















Table ES2: Meta-Analysis of the association of methylation at 119 CpGs in the SERPINA* cluster with FEV1 level and decline in adult ever smokers from SAPALDIA, ECRHS and NFBC (n=1076) and with circulating AAT concentrations in SAPALDIA (n=561)
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[image: ]*From SERPINA gene cluster located on chromosome 14 between positions: 94’641’781 and 95’235’125 (human genome build 37/hg19).
† Nominal P-values, Bonferroni corrected significance level for 119 tests is P-value 4.6x10-4
‡Direction of effect for SAPALDIA, ECRHS and NFBC. A positive sign indicates that an increase in methylation is associated with higher level of lung function (cross-sectional models) and with an attenuation of lung function decline, respectively (change model).
Cross-Sectional and repeat cross-sectional models were adjusted for: study center, age, age2, education, height, height2, sex, sex*age, (sex*age)2, sex*height, (sex*height)2, Bcell, CD4T, CD8T, Eos, Mono, NK. Repeat cross-sectional in addition ran with a random intercept on the subject. In predictive models, annual change in lung function was computed as the difference between T2 and T1 divided by time of follow-up: (T2-T1)/follow-up models adjusted for covariates from T1
Sample size for circulating AAT for SAPALDIA n= 561, cross-sectional and prediction models (change) n= 1076, and n= 1122 for repeat cross-sectional models
SERPINA1 CpGs are highlighted in bold, italic. Nominally significant CpGs are in addition highlighted in grey
Significant CpGs at the nominal level, outside SERPINA1 gene, are bolded 																																										
																																										





Table ES3: Meta-analysis of the association of methylation at 119 CpGs in the SERPINA* gene cluster with FVC level and decline in adult ever smokers from SAPALDIA, ECRHS and NFBC (n=1076) and with circulating AAT concentrations in SAPALDIA (n=561)
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[image: ]*From SERPINA gene cluster located on chromosome 14 between positions: 94’641’781 and 95’235’125 (human genome build 37/hg19).
† Nominal P-values, Bonferroni corrected significance level for 119 tests is P-value  4.6x10-4
‡Direction of effect for SAPALDIA, ECRHS and NFBC. A positive sign indicates that an increase in methylation is associated with higher level of lung function (cross-sectional models) and with an attenuation of lung function decline, respectively (change model).
Cross-Sectional and repeat cross-sectional models were adjusted for: study center, age, age2, education, height, height2, sex, sex*age, (sex*age)2, sex*height, (sex*height)2, Bcell, CD4T, CD8T, Eos, Mono, NK. Repeat cross-sectional in addition ran with a random intercept on the subject. In predictive models, annual change in lung function was computed as the difference between T2 and T1 divided by time of follow-up: (T2-T1)/follow-up models adjusted for covariates from T1
Sample size for circulating AAT for SAPALDIA n= 561, cross-sectional and prediction models (change) n= 1076, and n= 1122 for repeat cross-sectional models
SERPINA1 CpGs are highlighted in bold, italic. Nominally significant CpG are in addition highlighted in grey
Significant CpGs at the nominal level, outside SERPINA1 gene, are bolded 																																										
																																										





Table ES4: Meta-analysis of the association of methylation at 119 CpGs in the SERPINA* gene cluster with FEV1/FVC level and decline in adult ever smokers from SAPALDIA, ECRHS and NFBC (n=1076) and with circulating AAT concentrations in SAPALDIA (n=561)
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[image: ]*From SERPINA gene cluster located on chromosome 14 between positions: 94’641’781 and 95’235’125 (human genome build 37/hg19).
† Nominal P-values, Bonferroni corrected significance level for 119 tests is P-value  4.6x10-4
‡Direction of effect for SAPALDIA, ECRHS and NFBC. A positive sign indicates that an increase in methylation is associated with higher level of lung function (cross-sectional models) and with an attenuation of lung function decline, respectively (change model).
Cross-Sectional and repeat cross-sectional models were adjusted for: study center, age, age2, education, height, height2, sex, sex*age, (sex*age)2, sex*height, (sex*height)2, Bcell, CD4T, CD8T, Eos, Mono, NK. Repeat cross-sectional in addition ran with a random intercept on the subject. In predictive models, annual change in lung function was computed as the difference between T2 and T1 divided by time of follow-up: (T2-T1)/follow-up models adjusted for covariates from T1
Sample size for circulating AAT for SAPALDIA n= 561, cross-sectional and prediction models (change) n= 1076, and n= 1122 for repeat cross-sectional models
SERPINA1 CpGs are highlighted in bold, italic. Nominally significant CpGs are in addition highlighted in grey
Significant CpGs at the nominal level, outside SERPINA1 gene, are bolded. 
cg08257009 is bolded and highlighted in dark grey. This is the only CpG in the SERPINA cluster that withstood Bonferroni-correction for multiple testing.																																								
																																										





[image: ]Table ES5: Association of methylation at 119 CpGs in the SERPINA* gene cluster with FEV1 level and decline in ALSPAC children exposed to tobacco smoke (n=259)





[image: ]*From SERPINA gene cluster located on chromosome 14 between positions: 94’641’781 and 95’235’125 (human genome build 37/hg19).
† Children and adolescents exposed to tobacco-smoke defined as: mother smoked during pregnancy and/or lived with a smoker and/or reported smoking ≥twice in their lifetime
‡ Nominal P-values, Bonferroni corrected significance level for 119 tests is P-value  4.6x10-4
Cross-Sectional and repeat cross-sectional models were adjusted for: study center, age, mother education, height, (height-mean(height))2, sex, sex*age, sex*height, and cell composition (CD8T; CD4T; NK; Bcell; Mono; Eos). Repeat cross-sectional in addition ran with a random intercept on the subject. In predictive models, annual change in lung function was computed as the difference between T2 and T1 divided by time of follow-up: (T2-T1)/follow-up models adjusted for covariates from T1
SERPINA1 CpGs are highlighted in bold, italic. Nominally significant CpGs are in addition highlighted in grey
Significant CpGs at the nominal level, outside SERPINA1 gene, are bolded. 
																																							
																																										




[image: ]Table ES6: Association of methylation at 119 CpGs in the SERPINA* gene cluster with FVC level and decline in in ALSPAC children exposed to tobacco smoke (n=259)


	

[image: ]*From SERPINA gene cluster located on chromosome 14 between positions: 94’641’781 and 95’235’125 (human genome build 37/hg19).
† Children and adolescents exposed to tobacco-smoke defined as: mother smoked during pregnancy and/or lived with a smoker and/or reported smoking ≥twice in their lifetime
‡ Nominal P-values, Bonferroni corrected significance level for 119 tests is P-value  4.6x10-4
Cross-Sectional and repeat cross-sectional models were adjusted for: study center, age, mother education, height, (height-mean(height))2, sex, sex*age, sex*height, and cell composition (CD8T; CD4T; NK; Bcell; Mono; Eos). Repeat cross-sectional in addition ran with a random intercept on the subject. In predictive models, annual change in lung function was computed as the difference between T2 and T1 divided by time of follow-up: (T2-T1)/follow-up models adjusted for covariates from T1
SERPINA1 CpGs are highlighted in bold, italic. Nominally significant CpGs are in addition highlighted in grey
Significant CpGs at the nominal level, outside SERPINA1 gene, are bolded.
																																							
																																										



	

[image: ]Table ES7: Association of methylation at 119 CpGs in the SERPINA* gene cluster with FEV1/FVC level and decline in ALSPAC children exposed to tobacco smoke (n=259)


	

[image: ]*From SERPINA gene cluster located on chromosome 14 between positions: 94’641’781 and 95’235’125 (human genome build 37/hg19).
† Children and adolescents exposed to tobacco-smoke defined as: mother smoked during pregnancy and/or lived with a smoker and/or reported smoking ≥twice in their lifetime
‡ Nominal P-values, Bonferroni corrected significance level for 119 tests is P-value  4.6x10-4
Cross-Sectional and repeat cross-sectional models were adjusted for: study center, age, mother education, height, (height-mean(height))2, sex, sex*age, sex*height, and cell composition (CD8T; CD4T; NK; Bcell; Mono; Eos). Repeat cross-sectional in addition ran with a random intercept on the subject. In predictive models, annual change in lung function was computed as the difference between T2 and T1 divided by time of follow-up: (T2-T1)/follow-up models adjusted for covariates from T1
SERPINA1 CpGs are highlighted in bold, italic. Nominally significant CpGs are in addition highlighted in grey
Significant CpGs at the nominal level, outside SERPINA1 gene, are bolded.																																							
																																										




	
Table ES8: Association of methylation at 119 CpGs in the SERPINA* gene cluster with FEV1 level and decline in adult smokers from SAPALDIA, basic adjustment and adjustment for PIS and PIZ genotypes
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[image: ]*From SERPINA gene cluster located on chromosome 14 between positions: 94’641’781 and 95’235’125 (human genome build 37/hg19).
† Nominal P-values, Bonferroni corrected significance level for 119 tests is P-value 4.6x10-4
‡Direction of effect for SAPALDIA, ECRHS and NFBC. A positive sign indicates that an increase in methylation is associated with higher level of lung function
 (cross-sectional models) and with an attenuation of lung function decline, respectively (change model).
Repeat cross-sectional models were adjusted for: study center, age, age2, education, height, height2, sex, sex*age, (sex*age)2, sex*height, (sex*height)2, Bcell, CD4T, CD8T, Eos, Mono, NK, random intercept on the subject. In predictive models, annual change in lung function was computed as the difference between T2 and T1 divided by time of follow-up: (T2-T1)/follow-up models adjusted for covariates from T1
SERPINA1 CpGs are highlighted in bold, italic. Nominally significant CpG are in addition highlighted in grey
Significant CpGs at the nominal level, outside SERPINA1 gene, are bolded
																																							
																																										


[bookmark: _GoBack]Table ES9: Association of methylation at 119 CpGs in the SERPINA* gene cluster with FEV1/FVC level and decline in adult smokers from SAPALDIA, basic adjustment and adjustment for PIS and PIZ genotypes
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[image: ]*From SERPINA gene cluster located on chromosome 14 between positions: 94’641’781 and 95’235’125 (human genome build 37/hg19).
† Nominal P-values, Bonferroni corrected significance level for 119 tests is P-value 4.6x10-4
‡Direction of effect for SAPALDIA, ECRHS and NFBC. A positive sign indicates that an increase in methylation is associated with higher level of lung function
 (cross-sectional models) and with an attenuation of lung function decline, respectively (change model)
Repeat cross-sectional models were adjusted for: study center, age, age2, education, height, height2, sex, sex*age, (sex*age)2, sex*height, (sex*height)2, Bcell, CD4T, CD8T, Eos, Mono, NK, random intercept on the subject. In predictive models, annual change in lung function was computed as the difference between T2 and T1 divided by time of follow-up: (T2-T1)/follow-up models adjusted for covariates from T1
SERPINA1 CpGs are highlighted in bold, italic. Nominally significant CpG are in addition highlighted in grey
Significant CpGs at the nominal level, outside SERPINA1 gene, are bolded
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cg21831183 94873879 -0.53 0.23 0.26 0.68 ?++ 0.77 0.39 ?+- 0.21 0.43 ?++ -0.01 0.87 ?--

cg23390762 94909938 Body -0.23 0.44 0.33 0.54 --+ 0.41 0.42 +++ 0.13 0.66 --+ 0.00 0.95 ++-

cg21007342 94917627 5UTR -0.05 0.70 -0.03 0.90 -+- 0.07 0.74 ++- 0.16 0.32 +++ 0.00 0.94 ++-

cg04368971 94917779 5UTR 0.00 0.97 -0.21 0.20 -+- -0.03 0.83 -+- 0.02 0.84 -++ 0.00 0.84 +--

cg04461867 94919295 TSS200 0.10 0.38 0.55 0.02 +++ 0.18 0.41 -++ 0.28 0.04 +++ -0.02 0.23 ---

cg08593009 94943184 TSS1500 -0.02 0.91 0.33 0.27 +-+ 0.64 0.01 +++ 0.28 0.12 --+ 0.01 0.41 --+

cg13251750 94943234 TSS1500 0.02 0.58 -0.03 0.56 ?-- -0.05 0.47 ??- -0.01 0.86 ??- 0.00 0.19 ?+-

cg27266824 94944009 TSS1500 -0.19 0.15 0.03 0.40 -++ 0.00 0.93 -++ -0.01 0.69 --+ 0.00 0.12 -++

cg19449738 94952599 0.12 0.37 -0.14 0.61 --+ -0.05 0.82 +-- -0.17 0.36 --- 0.00 0.79 ++-

cg14877461 94953890 Body -0.27 0.33 0.17 0.76 ++- 0.67 0.23 +++ -0.19 0.46 --+ 0.04 0.18 +++

cg25599521 94981685 5UTR 0.10 0.45 0.01 0.96 --+ -0.17 0.50 --+ -0.11 0.47 --+ 0.00 1.00 +-+

cg05485062 94983863 5UTR -0.07 0.72 -0.26 0.56 +-+ -0.59 0.14 --- 0.15 0.59 +-+ -0.05 0.08 ---

cg23374863 94984140 5UTR -0.21 0.11 0.08 0.76 +-+ 0.17 0.47 +++ 0.03 0.88 +-- 0.02 0.22 +++

cg16297271 94984308 TSS200 -0.33 0.31 0.28 0.63 +-+ -0.14 0.79 +-- 0.09 0.78 +-+ -0.04 0.28 ---

cg19630689 94984381 TSS1500 -0.12 0.70 -1.46 0.01 --- -1.13 0.03 --- -0.62 0.04 --- 0.03 0.42 ++-

cg19904425 94984530 TSS1500 -0.16 0.33 0.09 0.77 -++ 0.22 0.46 +++ -0.08 0.62 -+- 0.01 0.58 +-+

cg23660866 95009914 -0.97 0.02 1.08 0.15 +++ 1.96 0.005 +++ 0.73 0.06 +++ -0.03 0.43 +--

cg14866387 95027382 TSS1500 -0.18 0.47 0.44 0.35 ++- -0.18 0.77 --+ 0.21 0.38 -++ -0.01 0.66 +--

cg19042947 95027441 TSS1500 -0.18 0.49 0.49 0.32 +-+ 0.04 0.94 +-+ 0.08 0.76 +-+ -0.01 0.63 +--

cg18489614 95027530 TSS1500 -0.58 0.26 -0.95 0.28 --- -0.71 0.42 --- -0.09 0.82 +-+ -0.04 0.41 -+-

cg05186455 95027692 TSS200 -0.14 0.60 -0.39 0.45 --- -0.75 0.13 --- -0.06 0.84 -++ -0.01 0.73 ++-

cg08495878 95027859 5UTR 0.27 0.43 0.61 0.36 +-+ -0.11 0.87 +-- 0.19 0.56 +-+ -0.06 0.14 -+-

cg14075413 95028105 5UTR -0.33 0.37 -0.06 0.93 +-- 0.56 0.46 -++ -0.23 0.47 +-- 0.04 0.38 -++

cg24099605 95035773 Body -0.05 0.87 0.10 0.87 +-- 0.80 0.15 +-+ -0.15 0.62 +-- 0.01 0.81 --+

cg23524537 95036219 3UTR -0.02 0.87 -0.23 0.46 ++- 0.16 0.54 ++- 0.01 0.98 ++- -0.02 0.41 +--

cg25889160 95046342 TSS1500 0.21 0.78 -0.26 0.75 --+ -0.95 0.39 --+ 0.10 0.79 +-+ -0.01 0.85 -+-

cg08210706 95046686 TSS1500 0.02 0.37 -0.07 0.19 --- -0.02 0.63 --+ -0.06 0.14 --+ 0.00 0.38 --+

cg04513411 95046934 TSS1500 -0.23 0.64 -0.09 0.89 --+ 0.32 0.68 -++ -0.30 0.16 --+ 0.04 0.19 ++-

cg00917847 95047591 TSS200 -0.21 0.09 0.14 0.61 +?+ 0.21 0.37 +++ 0.19 0.26 +-+ -0.01 0.66 +?-

cg13984563 95047655 TSS200 -0.20 0.36 -0.42 0.33 -+- -0.57 0.15 --- -0.29 0.20 --- 0.00 0.88 ++-

cg15509705 95047720 TSS200 -0.68 0.19 -0.92 0.29 -+- 0.08 0.92 -+- -0.44 0.42 -+- 0.03 0.57 ++-

cg18397517 95048035 5UTR -0.14 0.54 0.85 0.06 +++ 0.65 0.13 +++ 0.21 0.40 +-+ -0.07 0.01 ---

cg16937611 95048102 5UTR -0.49 0.24 -0.04 0.95 ++- -0.66 0.39 --- 0.00 1.00 -++ 0.00 0.93 --+

cg18731460 95055453 Body 0.27 0.41 0.12 0.85 +-+ -0.40 0.51 --- -0.35 0.31 --- 0.02 0.63 +-+

cg14423617 95058208 Body 0.35 0.44 1.33 0.08 +++ 1.13 0.12 +++ 0.65 0.09 ++- -0.04 0.30 --+

cg26094802 95058788 3UTR -0.32 0.73 1.19 0.28 ++- 1.05 0.34 +-+ 0.34 0.54 -+- -0.03 0.65 +--

cg25110757 95065642 -0.29 0.24 -0.14 0.77 -+- 0.64 0.17 +++ -0.13 0.63 -+- 0.03 0.32 +-+

cg13032206 95066474 -0.63 0.37 2.16 0.05 +++ -0.82 0.49 +-- -0.08 0.89 ++- -0.03 0.67 +--

cg09927198 95077505 TSS1500 -0.47 0.06 -0.24 0.61 -+- 0.55 0.28 +++ 0.07 0.68 +-+ -0.02 0.42 +--

cg16507522 95077557 TSS1500 -0.32 0.42 0.36 0.56 +-+ 0.75 0.20 +++ -0.12 0.62 +-+ 0.02 0.65 -+-

cg08057786 95078599 TSS200 0.99 0.08 0.70 0.15 +++ 0.23 0.65 +-+ -0.03 0.85 +-+ -0.04 0.16 ---

cg06190732 95078636 TSS200 0.20 0.33 -0.49 0.19 --+ 0.36 0.31 -++ -0.15 0.40 --- 0.01 0.56 +++

cg19744211 95079224 5UTR -0.03 0.88 -0.25 0.55 --+ -0.17 0.61 -+- -0.32 0.18 --- 0.01 0.68 ++-

cg11189854 95087354 Body -0.39 0.09 -0.10 0.83 +-+ 0.24 0.58 +++ 0.08 0.75 +-+ 0.04 0.12 +++

cg10319640 95090384 3UTR 0.21 0.38 0.77 0.11 +++ 0.73 0.11 +++ 0.13 0.61 -++ 0.00 0.91 ++-

cg07007986 95105801 TSS1500 -0.37 0.23 0.77 0.23 +++ -0.03 0.96 -+- 0.25 0.42 +++ -0.05 0.19 ---

cg22013966 95106170 TSS1500 -0.30 0.37 0.04 0.95 -+- -0.36 0.54 +-- 0.16 0.60 +++ -0.03 0.38 --+

cg15876198 95106927 TSS200 -0.04 0.31 0.03 0.64 ++- 0.01 0.87 +-- 0.05 0.35 ++- 0.00 0.92 +-+

cg18885372 95107019 TSS200 -0.33 0.18 -0.54 0.25 --- -0.28 0.52 +-- -0.19 0.43 --- 0.01 0.65 +-+

cg17291001 95107626 Body -0.46 0.25 -0.56 0.47 --- 0.05 0.95 -+- -0.13 0.72 +-- -0.03 0.53 --+

cg18245268 95109786 Body -1.07 0.47 5.11 0.01 +++ 3.54 0.10 -++ 1.80 0.05 +++ -0.15 0.19 ---

cg16462006 95155784 0.03 0.67 -0.14 0.31 -+- -0.02 0.86 --+ -0.07 0.49 +-- 0.00 0.80 --+

cg10384064 95156065 0.22 0.83 -1.19 0.30 --- -1.56 0.24 +-- -0.19 0.74 -+- -0.06 0.35 ---

cg05293490 95156546 -0.04 0.61 -0.01 0.94 +-- -0.05 0.71 +-- -0.03 0.76 +-- 0.01 0.49 +-+

cg19524572 95156762 -0.08 0.34 -0.04 0.81 ++- -0.01 0.95 +-- -0.04 0.71 +-- 0.00 0.84 +--

cg04182912 95157037 -0.05 0.70 0.08 0.75 ++- -0.04 0.85 +-- -0.10 0.53 ++- 0.00 0.78 +--

cg14536194 95157213 -0.15 0.31 0.17 0.57 ++- -0.04 0.88 +-- -0.01 0.93 +-- 0.00 0.80 +--

cg03027013 95157380 0.25 0.11 0.32 0.36 ?++ 0.23 0.53 ??+ 0.05 0.86 ??+ -0.02 0.48 ?--

cg02163303 95157685 0.17 0.69 0.08 0.93 +-- 0.11 0.89 --+ 0.17 0.71 +-- -0.07 0.14 ---

cg14453174 95179729 -0.04 0.73 0.26 0.26 +++ 0.09 0.69 --+ -0.04 0.82 --+ -0.02 0.19 ---

cg10096566 95231817 0.28 0.11 0.28 0.41 --+ -0.06 0.85 -++ -0.14 0.50 --+ 0.00 0.86 ++-

cg21077684 95233665 0.41 0.47 -0.80 0.39 --+ -0.12 0.89 --+ 0.02 0.97 +-- 0.09 0.09 ++-

cg10546817 95233855 -0.05 0.90 -0.33 0.65 ++- -0.73 0.25 +-- -0.13 0.72 +-- 0.04 0.36 +--

cg10236245 95234015 -0.14 0.72 -0.30 0.66 --+ -0.49 0.40 --+ -0.47 0.18 --- 0.03 0.40 ++-

cg13073773 95234658 3UTR -0.11 0.84 0.19 0.82 -+- -0.04 0.96 ++- 0.08 0.84 ++- -0.07 0.11 --+

cg05142765 95234822 3UTR 0.08 0.90 -1.66 0.07 --- -0.39 0.70 --+ 0.01 0.98 --+ -0.04 0.40 ---

cg23695707 95234826 3UTR 2.78 0.13 -4.89 0.03 --- 1.36 0.58 ++- -0.71 0.51 -+- -0.04 0.73 +--

cg18687675 95234965 Body -0.33 0.37 -1.80 0.01 --- -0.16 0.84 ++- -0.27 0.49 +-- 0.03 0.49 -++

cg02948476 95235026 Body 0.58 0.28 -1.91 0.05 --- -0.39 0.70 -+- -0.68 0.23 --- 0.04 0.52 -+-

cg01163842 95235125 Body 0.42 0.34 -0.41 0.65 ++- -0.32 0.79 +-- -0.73 0.26 +-- -0.01 0.81 --+
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cg00748938 94641781 Body -0.34 0.11 0.17 0.71 --+ 0.93 0.07 +++ 0.32 0.21 -++ -0.01 0.72 --+

cg07126183 94642235 Body 0.06 0.57 -0.20 0.37 --- -0.18 0.41 +-- -0.11 0.42 +-- 0.01 0.73 ++-

cg26141247 94644017 Body 0.14 0.77 -0.25 0.71 --+ 0.00 1.00 +-+ -0.25 0.54 --+ 0.00 0.90 +-+

cg25129750 94660754 Body -0.12 0.85 0.12 0.90 -+- 0.31 0.71 --+ 0.20 0.69 +++ 0.02 0.74 +-+

cg16780204 94745543 3UTR -0.49 0.20 1.06 0.15 ?++ 0.58 0.51 -++ 0.44 0.19 ?++ -0.01 0.72 ?+-

cg24087071 94750291 3UTR -0.06 0.07 0.00 0.98 ++- -0.05 0.54 -+- 0.00 0.97 ++- -0.01 0.16 ---

cg01936653 94752574 Body -0.43 0.61 0.78 0.58 ?++ -1.12 0.63 ??- 0.85 0.53 ??+ -0.13 0.09 ?--

cg12087695 94757593 5UTR -0.13 0.70 -0.97 0.17 --- -0.24 0.72 --- -0.61 0.10 --- 0.01 0.87 ++-

cg05788638 94759020 1stExon -0.01 0.98 -0.14 0.90 -+- 0.49 0.70 --+ 0.46 0.47 -++ -0.05 0.49 +--

cg20599748 94759646 TSS1500 -0.60 0.18 -0.36 0.69 ++- -0.82 0.28 +-- 0.37 0.50 ++- -0.14 0.02 +--

cg21246665 94759743 TSS1500 -0.10 0.55 0.79 0.05 +-+ 0.31 0.41 +-+ 0.06 0.81 +-- 0.02 0.48 ++-

cg19937039 94759767 TSS1500 0.05 0.73 0.36 0.25 --+ -0.12 0.67 --+ 0.14 0.47 +-+ -0.01 0.48 -+-

cg12142424 94759873 TSS1500 -0.10 0.39 -0.36 0.19 +-- -0.29 0.21 ++- -0.22 0.23 ++- 0.02 0.20 +++

cg27153655 94760403 TSS1500 0.51 0.48 -1.49 0.07 --+ 0.23 0.77 -++ -0.20 0.62 +-- -0.02 0.68 -+-

cg04437407 94760793 TSS1500 -0.11 0.53 0.28 0.49 +-+ -0.04 0.91 --+ 0.23 0.38 +-+ 0.01 0.79 -+-

cg10276623 94770592 3UTR 2.65 0.12 0.92 0.43 -+- 0.89 0.51 +++ -0.68 0.35 --- -0.12 0.07 --+

cg22827011 94776153 Body -0.03 0.94 0.37 0.69 -++ 1.22 0.14 +++ 0.73 0.18 -++ -0.03 0.60 ---

cg19837528 94776986 Body -1.00 0.22 0.92 0.57 ?++ 1.79 0.17 +++ 1.21 0.20 ?++ 0.06 0.51 ?++

cg11054397 94776993 Body 0.06 0.29 -0.06 0.60 --+ 0.08 0.46 +++ -0.03 0.70 --+ 0.02 0.01 +++

cg01714756 94780400 Body 0.30 0.30 0.42 0.52 +++ -0.09 0.89 ++- -0.69 0.06 --- 0.07 0.14 -++

cg10025865 94789681 5UTR -0.09 0.57 -0.19 0.60 +-- -0.12 0.70 ++- -0.07 0.77 -+- 0.03 0.17 ++-

cg09318122 94789777 TSS200 -0.12 0.42 0.28 0.41 ++- 0.19 0.53 +++ 0.27 0.23 ++- -0.03 0.23 ---

cg09147827 94789853 TSS200 -0.16 0.38 -0.52 0.19 -?- -0.27 0.37 --- -0.08 0.67 -+- 0.00 0.95 -?+

cg02992588 94790091 TSS1500 1.19 0.27 2.19 0.03 +++ 0.76 0.44 --+ -0.32 0.55 --+ 0.04 0.47 +-+

cg13251292 94790112 TSS1500 0.06 0.80 0.38 0.47 +++ -0.13 0.77 +-- -0.09 0.75 +-- -0.03 0.48 ---

cg02091781 94808883 -0.30 0.42 -1.05 0.08 --- -1.11 0.10 +-- -0.53 0.23 -+- 0.04 0.33 ++-

cg10214581 94811949 0.07 0.67 -0.60 0.11 ++- -0.48 0.13 ++- -0.38 0.12 +-- 0.00 0.86 ++-

cg08257009 94812770 -0.50 0.01 0.72 0.07 -++ 0.73 0.04 +-+ 0.18 0.47 -++ 0.02 0.42 +++

cg02942590 94834437 -0.69 0.42 -1.55 0.26 --- 1.15 0.40 -++ 0.75 0.31 +++ -0.02 0.78 -+-

cg01954404 94840525 -0.42 0.70 2.77 0.08 +++ 1.94 0.20 +++ 0.72 0.40 +++ 0.12 0.20 +++

cg10761141 94844776 3UTR -0.30 0.25 0.24 0.68 ++- 1.04 0.06 +-+ -0.08 0.77 +-- 0.05 0.21 -++

cg25042671 94849061 Body -0.59 0.04 -0.29 0.68 -+- -0.23 0.74 --+ 0.19 0.67 +++ -0.05 0.29 -+-

cg20267408 94849703 5UTR -0.44 0.21 0.20 0.79 ++- -0.49 0.47 ++- -0.02 0.96 ++- -0.01 0.78 +--

cg26938334 94849747 5UTR 1.16 0.42 -0.46 0.60 +-- -0.21 0.87 -+- -0.58 0.16 --+ -0.01 0.81 +--

cg16110645 94850433 5UTR -0.64 0.34 0.29 0.78 -++ 1.10 0.34 +++ -0.09 0.87 +-+ 0.00 0.94 --+

cg10832639 94850965 5UTR -0.25 0.72 0.34 0.74 ++- -0.26 0.80 -++ -0.42 0.37 --- 0.01 0.89 -+-

cg02126235 94855034 5UTR -0.30 0.58 -0.62 0.58 --- 0.79 0.53 +++ -0.63 0.28 --- 0.04 0.57 ++-

cg05346611 94855088 5UTR -0.46 0.53 -1.04 0.51 ?+- 2.09 0.24 ??+ 0.16 0.88 ??+ -0.05 0.62 ?--

cg22828990 94855099 5UTR -0.09 0.82 0.16 0.85 --+ 0.81 0.32 +-+ 0.59 0.16 +-+ -0.04 0.43 -+-

cg09968361 94855344 5UTR -0.33 0.44 1.01 0.21 -++ 0.65 0.43 -++ 0.40 0.31 -++ -0.07 0.13 ---

cg13826459 94855505 TSS1500 -0.08 0.76 -0.29 0.63 -+- 0.38 0.51 ++- -0.24 0.43 -+- 0.03 0.39 +++

cg25968219 94855590 TSS1500 -1.81 0.05 2.36 0.06 +++ -0.93 0.57 --- 0.60 0.52 ++- -0.13 0.05 --+

cg01606800 94855990 TSS1500 -1.08 0.001 -0.80 0.28 -+- -0.11 0.89 --+ -0.18 0.66 --- 0.01 0.90 --+

cg02181506 94856984 1stExon -0.78 0.08 -0.27 0.75 --+ 0.57 0.52 +-+ 0.38 0.44 +++ 0.01 0.79 +-+

cg10524915 94857046 TSS200 -0.50 0.69 -0.28 0.89 ?-+ -0.26 0.93 ??- 2.04 0.26 ??+ 0.12 0.27 ?+-

cg10070185 94857151 TSS200 -0.05 0.91 -0.14 0.85 --+ 0.35 0.68 +++ 0.08 0.82 -++ 0.05 0.30 +-+

cg24621042 94857275 TSS1500 -0.68 0.04 -0.17 0.80 --+ 0.59 0.38 +-+ -0.42 0.24 -+- 0.04 0.31 +-+

cg00802237 94858066 TSS1500 -0.07 0.81 -0.16 0.80 +-- 0.05 0.93 --+ -0.04 0.92 +-- -0.02 0.70 --+

cg04179148 94858339 TSS1500 -0.70 0.06 1.22 0.11 -++ 0.13 0.87 -++ -0.19 0.63 -+- 0.01 0.84 +-+

CpG Position Gene Group

Circulating AAT Cross-Sectional T1

SAPALDIA Meta- Analysis of Lung Function Association in SAPALDIA, NFBC and ECRHS

Cross-Sectional T2 Repeat Cross-Sectional Change
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cg21831183 94873879 -0.53 0.23 0.05 0.95 ?+- 0.46 0.66 ?+- 0.50 0.10 ?+- -0.01 0.77 ?--

cg23390762 94909938 Body -0.23 0.44 0.00 1.00 --+ 0.08 0.89 ++- -0.08 0.82 --+ 0.00 0.93 +--

cg21007342 94917627 5UTR -0.05 0.70 0.07 0.81 --+ -0.03 0.89 +-- 0.15 0.42 +++ -0.02 0.37 +--

cg04368971 94917779 5UTR 0.00 0.97 -0.15 0.44 -++ 0.01 0.93 ++- 0.08 0.51 -++ 0.00 0.91 +--

cg04461867 94919295 TSS200 0.10 0.38 0.72 0.01 +++ 0.24 0.29 +++ 0.34 0.05 +++ -0.01 0.72 +--

cg08593009 94943184 TSS1500 -0.02 0.91 0.18 0.60 --+ 0.68 0.01 +++ 0.18 0.39 --+ 0.04 0.06 +++

cg13251750 94943234 TSS1500 0.02 0.58 -0.02 0.73 ?-- -0.02 0.83 ??- -0.02 0.78 ??- 0.00 0.67 ?+-

cg27266824 94944009 TSS1500 -0.19 0.15 0.43 0.17 -++ 0.19 0.50 ++- -0.02 0.93 -+- -0.02 0.48 ++-

cg19449738 94952599 0.12 0.37 -0.29 0.34 --- -0.38 0.14 --- -0.38 0.08 --- -0.01 0.70 +--

cg14877461 94953890 Body -0.27 0.33 -0.14 0.83 ++- 0.99 0.10 +++ -0.07 0.83 +-+ 0.05 0.24 +++

cg25599521 94981685 5UTR 0.10 0.45 0.03 0.92 --+ -0.27 0.33 --+ -0.15 0.42 --+ 0.00 0.90 --+

cg05485062 94983863 5UTR -0.07 0.72 0.18 0.72 +-+ -0.32 0.47 +-- 0.11 0.77 +-+ -0.03 0.36 ---

cg23374863 94984140 5UTR -0.21 0.11 0.02 0.94 +-+ 0.04 0.89 +-- -0.15 0.45 --- 0.03 0.21 +++

cg16297271 94984308 TSS200 -0.33 0.31 -0.20 0.76 +-- -0.85 0.14 --- -0.28 0.51 +-- 0.01 0.80 ++-

cg19630689 94984381 TSS1500 -0.12 0.70 -1.38 0.04 --- -0.93 0.10 +-- -0.72 0.07 --- 0.01 0.74 ++-

cg19904425 94984530 TSS1500 -0.16 0.33 0.14 0.67 ++- 0.22 0.51 ++- -0.09 0.64 -+- 0.00 0.83 +--

cg23660866 95009914 -0.97 0.02 1.54 0.07 +++ 1.30 0.10 ++- 0.72 0.14 +++ -0.01 0.86 ++-

cg14866387 95027382 TSS1500 -0.18 0.47 0.81 0.13 +++ -0.63 0.35 --- 0.11 0.72 -++ -0.03 0.36 +--

cg19042947 95027441 TSS1500 -0.18 0.49 0.68 0.22 +-+ 0.26 0.63 +-+ -0.09 0.79 +-- 0.00 0.92 +-+

cg18489614 95027530 TSS1500 -0.58 0.26 -1.00 0.32 --- -1.19 0.24 --- -0.39 0.46 --+ -0.05 0.42 -+-

cg05186455 95027692 TSS200 -0.14 0.60 -0.09 0.87 +-- -0.71 0.20 --- -0.25 0.51 --- -0.02 0.64 +--

cg08495878 95027859 5UTR 0.27 0.43 0.33 0.66 +-- -0.56 0.44 --- -0.06 0.89 +-- -0.08 0.13 ---

cg14075413 95028105 5UTR -0.33 0.37 0.38 0.64 +-- 0.16 0.85 -++ -0.44 0.29 +-+ 0.03 0.55 -+-

cg24099605 95035773 Body -0.05 0.87 -0.71 0.30 +-- 0.69 0.26 +-+ -0.44 0.26 +-- 0.03 0.58 --+

cg23524537 95036219 3UTR -0.02 0.87 0.06 0.88 ++- 0.15 0.61 ++- 0.00 0.99 ++- -0.04 0.15 ++-

cg25889160 95046342 TSS1500 0.21 0.78 1.51 0.11 +++ -0.12 0.93 -++ 0.84 0.09 +++ 0.03 0.57 -+-

cg08210706 95046686 TSS1500 0.02 0.37 -0.01 0.86 --+ 0.00 0.98 --+ -0.03 0.56 --+ 0.00 0.43 --+

cg04513411 95046934 TSS1500 -0.23 0.64 -1.19 0.09 --+ 1.29 0.15 -++ -0.54 0.04 --- 0.02 0.58 +-+

cg00917847 95047591 TSS200 -0.21 0.09 -0.03 0.92 -?- 0.34 0.19 +++ 0.14 0.50 +++ 0.02 0.42 +?+

cg13984563 95047655 TSS200 -0.20 0.36 -0.78 0.12 -+- -0.50 0.25 --- -0.38 0.17 --- 0.03 0.39 +++

cg15509705 95047720 TSS200 -0.68 0.19 -2.03 0.04 -+- 0.47 0.61 -++ -0.55 0.41 --+ 0.12 0.06 +++

cg18397517 95048035 5UTR -0.14 0.54 1.12 0.03 +-+ 0.73 0.12 +++ 0.33 0.31 +-+ -0.05 0.17 -+-

cg16937611 95048102 5UTR -0.49 0.24 0.36 0.68 ++- 0.28 0.75 +-+ 0.07 0.90 ++- 0.02 0.67 -++

cg18731460 95055453 Body 0.27 0.41 -0.16 0.82 +-- -1.42 0.03 --- -0.68 0.11 --- -0.01 0.76 +--

cg14423617 95058208 Body 0.35 0.44 0.89 0.30 ++- 0.95 0.24 ++- 0.66 0.18 ++- -0.03 0.54 --+

cg26094802 95058788 3UTR -0.32 0.73 1.37 0.27 ++- 1.59 0.22 +-+ 0.70 0.34 ++- -0.03 0.68 --+

cg25110757 95065642 -0.29 0.24 -0.54 0.33 --- 0.18 0.73 +-+ -0.23 0.47 -+- 0.05 0.16 -++

cg13032206 95066474 -0.63 0.37 2.55 0.05 +++ -1.02 0.45 +-- -0.05 0.95 +-- -0.01 0.94 +--

cg09927198 95077505 TSS1500 -0.47 0.06 -0.08 0.87 -+- 0.44 0.43 ++- 0.02 0.93 +-- -0.02 0.60 +--

cg16507522 95077557 TSS1500 -0.32 0.42 0.48 0.49 +++ 0.59 0.36 +++ -0.24 0.41 --+ 0.03 0.44 ++-

cg08057786 95078599 TSS200 0.99 0.08 0.34 0.55 +-+ -0.41 0.49 --- -0.04 0.84 +-+ -0.06 0.05 ---

cg06190732 95078636 TSS200 0.20 0.33 -0.24 0.57 --+ 0.46 0.24 -++ 0.11 0.64 -+- 0.01 0.83 --+

cg19744211 95079224 5UTR -0.03 0.88 -0.09 0.85 -++ -0.22 0.56 --- -0.36 0.21 --+ -0.02 0.62 +--

cg11189854 95087354 Body -0.39 0.09 -0.14 0.80 +-+ 0.40 0.41 +++ 0.15 0.65 +-+ 0.05 0.19 +++

cg10319640 95090384 3UTR 0.21 0.38 0.30 0.58 +++ 0.13 0.80 +++ 0.09 0.77 -++ 0.01 0.69 -+-

cg07007986 95105801 TSS1500 -0.37 0.23 0.43 0.55 ++- -0.16 0.80 +-- -0.14 0.72 ++- -0.02 0.75 --+

cg22013966 95106170 TSS1500 -0.30 0.37 0.39 0.59 ++- -0.67 0.30 +-- 0.00 0.99 +-+ -0.05 0.32 ---

cg15876198 95106927 TSS200 -0.04 0.31 0.04 0.59 ++- -0.06 0.46 +-- -0.02 0.73 +-- -0.01 0.06 +--

cg18885372 95107019 TSS200 -0.33 0.18 -1.14 0.03 --- -0.58 0.23 +-- -0.51 0.10 --- -0.01 0.85 +--

cg17291001 95107626 Body -0.46 0.25 -0.24 0.79 --+ -0.89 0.31 --- -0.04 0.94 ++- -0.07 0.26 ---

cg18245268 95109786 Body -1.07 0.47 3.90 0.10 +++ 4.44 0.08 +++ 2.24 0.05 +++ -0.23 0.11 ---

cg16462006 95155784 0.03 0.67 -0.24 0.12 +-- -0.09 0.51 +-- -0.14 0.22 +-- 0.00 0.98 +-+

cg10384064 95156065 0.22 0.83 -1.23 0.35 --- -1.69 0.27 +-- 0.26 0.73 ++- -0.05 0.48 +--

cg05293490 95156546 -0.04 0.61 0.03 0.86 +-- -0.06 0.65 +-- 0.04 0.71 ++- 0.00 0.89 +--

cg19524572 95156762 -0.08 0.34 0.07 0.71 ++- 0.01 0.93 +-- 0.06 0.68 +-- -0.01 0.59 +--

cg04182912 95157037 -0.05 0.70 0.05 0.86 ++- -0.12 0.62 +-- -0.04 0.81 ++- -0.01 0.50 +--

cg14536194 95157213 -0.15 0.31 0.16 0.64 ++- -0.12 0.69 +-- -0.02 0.91 ++- -0.02 0.45 +--

cg03027013 95157380 0.25 0.11 0.33 0.40 ?++ 0.45 0.26 ??+ 0.18 0.62 ??+ -0.02 0.54 ?--

cg02163303 95157685 0.17 0.69 0.98 0.30 +++ 0.25 0.76 +-+ 0.25 0.67 +-+ -0.11 0.10 +--

cg14453174 95179729 -0.04 0.73 0.22 0.39 +-+ 0.02 0.94 --+ 0.03 0.87 --+ -0.02 0.36 ---

cg10096566 95231817 0.28 0.11 0.64 0.10 --+ -0.04 0.90 -++ -0.04 0.88 --+ 0.01 0.82 ++-

cg21077684 95233665 0.41 0.47 -1.54 0.15 --+ -0.66 0.52 --+ -0.49 0.49 --+ 0.06 0.42 ++-

cg10546817 95233855 -0.05 0.90 -0.58 0.47 +-- -0.55 0.44 +-- -0.16 0.74 +-+ 0.02 0.64 +--

cg10236245 95234015 -0.14 0.72 -0.31 0.69 --+ -0.48 0.45 --- -0.27 0.55 --+ 0.02 0.65 -+-

cg13073773 95234658 3UTR -0.11 0.84 0.13 0.89 ++- 0.20 0.84 -+- 0.30 0.56 ++- -0.07 0.21 --+

cg05142765 95234822 3UTR 0.08 0.90 -1.36 0.18 --- -0.06 0.96 -+- -0.08 0.90 --+ -0.04 0.49 ---

cg23695707 95234826 3UTR 2.78 0.13 -4.33 0.08 --- 1.54 0.59 +-+ -0.41 0.76 -++ -0.08 0.58 +--

cg18687675 95234965 Body -0.33 0.37 -1.28 0.13 +-- 0.01 0.99 +-- 0.05 0.93 +-- 0.00 0.96 +--

cg02948476 95235026 Body 0.58 0.28 -1.30 0.23 --- -0.20 0.86 ++- -0.27 0.71 -+- 0.01 0.92 ++-

cg01163842 95235125 Body 0.42 0.34 -0.18 0.86 -+- 1.16 0.38 ++- -0.89 0.26 --- 0.00 0.97 +-+
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cg00748938 94641781 Body -0.34 0.11 0.00 0.96 --+ 0.07 0.33 -++ 0.03 0.34 --+ 0.00 0.41 +++

cg07126183 94642235 Body 0.06 0.57 0.01 0.86 ++- 0.03 0.36 ++- 0.01 0.67 ++- 0.00 0.97 --+

cg26141247 94644017 Body 0.14 0.77 0.08 0.28 +++ -0.06 0.45 --+ 0.00 0.99 +-+ 0.00 0.88 -+-

cg25129750 94660754 Body -0.12 0.85 0.18 0.11 -++ 0.13 0.24 +++ 0.00 0.96 -++ 0.00 0.69 +-+

cg16780204 94745543 3UTR -0.49 0.20 0.08 0.29 ?++ 0.00 0.97 +-+ -0.01 0.85 ?-+ 0.00 0.44 ?-+

cg24087071 94750291 3UTR -0.06 0.07 0.01 0.58 -++ 0.00 0.71 ++- 0.00 0.86 -++ 0.00 0.92 ++-

cg01936653 94752574 Body -0.43 0.61 0.03 0.85 ?+- 0.24 0.50 ??+ -0.04 0.83 ??- 0.00 0.80 ?-+

cg12087695 94757593 5UTR -0.13 0.70 0.03 0.72 -+- -0.17 0.06 --- -0.05 0.26 -+- -0.01 0.34 +--

cg05788638 94759020 1stExon -0.01 0.98 0.01 0.94 -++ 0.49 0.004 +++ 0.11 0.17 +-+ -0.01 0.35 -++

cg20599748 94759646 TSS1500 -0.60 0.18 -0.19 0.07 --- 0.07 0.50 -++ -0.02 0.77 --- -0.01 0.48 -++

cg21246665 94759743 TSS1500 -0.10 0.55 0.03 0.60 -++ 0.00 0.95 -++ 0.00 0.95 -++ 0.00 0.90 --+

cg19937039 94759767 TSS1500 0.05 0.73 0.03 0.36 +++ 0.02 0.52 +-+ 0.01 0.65 -++ 0.00 0.54 --+

cg12142424 94759873 TSS1500 -0.10 0.39 0.05 0.11 +-+ 0.01 0.69 --+ 0.01 0.67 +-+ 0.00 0.66 +--

cg27153655 94760403 TSS1500 0.51 0.48 0.13 0.14 +++ 0.17 0.07 +++ -0.01 0.85 --+ 0.01 0.10 +++

cg04437407 94760793 TSS1500 -0.11 0.53 -0.03 0.55 --- 0.02 0.74 ++- -0.04 0.19 --- 0.00 0.62 ++-

cg10276623 94770592 3UTR 2.65 0.12 0.13 0.30 -++ -0.12 0.43 +-- -0.06 0.48 +-- 0.01 0.17 +++

cg22827011 94776153 Body -0.03 0.94 -0.04 0.72 --+ -0.05 0.63 --+ -0.05 0.48 --+ 0.00 0.79 ++-

cg19837528 94776986 Body -1.00 0.22 -0.15 0.40 ?-+ -0.10 0.55 --+ -0.01 0.90 ?-+ -0.01 0.41 ?--

cg11054397 94776993 Body 0.06 0.29 0.01 0.51 +-+ 0.02 0.21 +-+ 0.01 0.26 +-+ 0.00 0.30 -++

cg01714756 94780400 Body 0.30 0.30 0.04 0.60 --+ 0.04 0.64 +-+ 0.01 0.78 +-+ 0.00 0.83 +-+

cg10025865 94789681 5UTR -0.09 0.57 -0.02 0.72 -+- 0.02 0.73 ++- -0.02 0.47 +-- 0.00 0.60 ++-

cg09318122 94789777 TSS200 -0.12 0.42 -0.04 0.35 --+ 0.00 0.95 +-+ -0.05 0.07 --- 0.00 0.82 +--

cg09147827 94789853 TSS200 -0.16 0.38 0.07 0.18 +?+ 0.06 0.15 +-+ 0.00 0.90 +-+ 0.00 0.18 +?+

cg02992588 94790091 TSS1500 1.19 0.27 0.05 0.66 -++ 0.02 0.88 +++ 0.01 0.87 +-+ 0.00 0.93 -+-

cg13251292 94790112 TSS1500 0.06 0.80 -0.11 0.09 --- -0.13 0.03 --- -0.03 0.44 --- -0.01 0.09 ---

cg02091781 94808883 -0.30 0.42 -0.11 0.12 -+- -0.26 0.003 --- -0.17 0.002 --- -0.01 0.17 ---

cg10214581 94811949 0.07 0.67 0.02 0.66 +++ 0.00 0.99 +-- 0.01 0.77 -++ 0.00 0.57 -+-

cg08257009 94812770 -0.50 0.01 0.10 0.03 +++ 0.14 0.002 +++ 0.11 0.0003 +++ 0.01 0.01 +-+

cg02942590 94834437 -0.69 0.42 0.01 0.96 --+ -0.08 0.64 --- 0.05 0.59 +++ 0.00 0.79 -+-

cg01954404 94840525 -0.42 0.70 0.33 0.06 +++ -0.01 0.97 -+- -0.01 0.93 -++ -0.01 0.21 ---

cg10761141 94844776 3UTR -0.30 0.25 0.10 0.14 -++ -0.02 0.79 +-+ -0.01 0.79 --+ 0.00 0.82 +--

cg25042671 94849061 Body -0.59 0.04 -0.09 0.29 -+- -0.12 0.22 --- -0.12 0.03 +-- 0.00 0.62 +-+

cg20267408 94849703 5UTR -0.44 0.21 -0.05 0.57 --- 0.05 0.59 -++ 0.01 0.88 +-+ 0.00 0.78 -++

cg26938334 94849747 5UTR 1.16 0.42 0.10 0.24 -+- -0.10 0.47 -++ 0.01 0.84 ++- -0.01 0.33 --+

cg16110645 94850433 5UTR -0.64 0.34 0.00 0.98 +-+ -0.10 0.49 --+ -0.05 0.44 --+ 0.00 0.75 +-+

cg10832639 94850965 5UTR -0.25 0.72 0.16 0.14 +-+ 0.02 0.86 -+- 0.08 0.18 +++ 0.01 0.32 +++

cg02126235 94855034 5UTR -0.30 0.58 0.26 0.06 +++ 0.06 0.71 -+- 0.06 0.41 ++- 0.00 0.90 --+

cg05346611 94855088 5UTR -0.46 0.53 0.27 0.13 ?++ -0.48 0.07 ??- 0.17 0.20 ??+ -0.01 0.41 ?+-

cg22828990 94855099 5UTR -0.09 0.82 -0.01 0.91 --+ -0.11 0.32 --+ -0.03 0.62 --+ -0.01 0.05 ---

cg09968361 94855344 5UTR -0.33 0.44 0.11 0.23 +++ 0.00 0.99 ++- 0.05 0.25 ++- -0.01 0.37 --+

cg13826459 94855505 TSS1500 -0.08 0.76 0.07 0.34 +-+ 0.15 0.05 +-+ 0.04 0.32 +++ 0.01 0.24 -++

cg25968219 94855590 TSS1500 -1.81 0.05 0.31 0.02 +++ -0.16 0.43 --+ -0.01 0.90 -++ 0.00 0.59 +-+

cg01606800 94855990 TSS1500 -1.08 0.001 0.17 0.05 +-+ 0.01 0.96 --+ 0.00 0.97 --+ 0.00 0.73 ++-

cg02181506 94856984 1stExon -0.78 0.08 -0.01 0.89 +-- 0.05 0.64 +-- -0.03 0.58 +-- 0.00 0.80 ++-

cg10524915 94857046 TSS200 -0.50 0.69 -0.15 0.49 ?-- 0.09 0.84 ??+ -0.11 0.62 ??- -0.02 0.19 ?--

cg10070185 94857151 TSS200 -0.05 0.91 0.07 0.45 +++ 0.19 0.09 -++ -0.01 0.81 --+ 0.00 0.63 --+

cg24621042 94857275 TSS1500 -0.68 0.04 0.18 0.02 +++ 0.16 0.08 +++ 0.07 0.09 +++ -0.01 0.09 +--

cg00802237 94858066 TSS1500 -0.07 0.81 0.03 0.71 +-+ -0.14 0.09 --- 0.00 0.96 -++ 0.00 0.50 +--

cg04179148 94858339 TSS1500 -0.70 0.06 0.20 0.03 +++ 0.04 0.73 ++- 0.12 0.02 +++ 0.00 0.57 ---

CpG Position Gene Group

Circulating AAT Cross-Sectional T1

SAPALDIA Meta- Analysis of Lung Function Association in SAPALDIA, NFBC and ECRHS

Cross-Sectional T2 Repeat Cross-Sectional Change
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cg21831183 94873879 -0.53 0.23 0.01 0.92 ?-+ 0.09 0.49 ?++ -0.05 0.22 ?-+ 0.00 0.64 ?++

cg23390762 94909938 Body -0.23 0.44 0.01 0.90 +-+ 0.09 0.21 +++ 0.02 0.63 +-+ 0.00 0.37 -++

cg21007342 94917627 5UTR -0.05 0.70 0.00 0.93 ++- 0.03 0.35 +++ 0.02 0.44 ++- 0.00 0.20 +++

cg04368971 94917779 5UTR 0.00 0.97 -0.01 0.78 ++- -0.01 0.60 -+- -0.01 0.46 -+- 0.00 0.62 --+

cg04461867 94919295 TSS200 0.10 0.38 0.00 0.92 --+ 0.00 0.98 --+ 0.00 0.82 --+ 0.00 0.89 --+

cg08593009 94943184 TSS1500 -0.02 0.91 0.04 0.34 +++ 0.03 0.41 +++ 0.04 0.14 +++ 0.00 0.10 ---

cg13251750 94943234 TSS1500 0.02 0.58 -0.01 0.26 ?-- -0.01 0.22 ??- 0.00 0.65 ??- 0.00 0.27 ?--

cg27266824 94944009 TSS1500 -0.19 0.15 0.03 0.40 -++ 0.00 0.93 -++ -0.01 0.69 --+ 0.00 0.12 -++

cg19449738 94952599 0.12 0.37 0.00 0.92 --+ 0.04 0.25 +++ 0.01 0.75 -++ 0.00 0.51 -++

cg14877461 94953890 Body -0.27 0.33 0.06 0.44 -++ -0.04 0.65 -++ -0.05 0.23 --- 0.00 0.84 -++

cg25599521 94981685 5UTR 0.10 0.45 0.00 0.99 -++ 0.01 0.82 -++ -0.01 0.56 --+ 0.00 0.91 +++

cg05485062 94983863 5UTR -0.07 0.72 -0.10 0.13 --- -0.08 0.21 --- -0.04 0.42 --+ -0.01 0.10 -+-

cg23374863 94984140 5UTR -0.21 0.11 0.02 0.61 +++ 0.03 0.36 ++- 0.05 0.04 +++ 0.00 0.76 +-+

cg16297271 94984308 TSS200 -0.33 0.31 0.07 0.38 +-+ 0.08 0.29 +-+ 0.03 0.52 --+ -0.01 0.10 ---

cg19630689 94984381 TSS1500 -0.12 0.70 -0.07 0.38 -+- -0.13 0.09 --- -0.06 0.25 +-- 0.00 0.78 +-+

cg19904425 94984530 TSS1500 -0.16 0.33 -0.03 0.51 --+ 0.00 0.96 -++ -0.01 0.76 --+ 0.00 0.62 -++

cg23660866 95009914 -0.97 0.02 -0.05 0.59 --+ 0.17 0.10 +++ 0.02 0.71 --+ 0.00 0.86 +--

cg14866387 95027382 TSS1500 -0.18 0.47 -0.05 0.47 --- 0.16 0.09 +-+ 0.02 0.63 +-+ 0.00 0.45 --+

cg19042947 95027441 TSS1500 -0.18 0.49 0.03 0.64 -++ -0.02 0.81 -+- 0.02 0.56 -++ 0.00 0.85 --+

cg18489614 95027530 TSS1500 -0.58 0.26 -0.01 0.96 ++- 0.12 0.36 +++ 0.05 0.43 ++- 0.00 0.93 -++

cg05186455 95027692 TSS200 -0.14 0.60 -0.04 0.55 --- -0.01 0.88 -++ 0.02 0.65 -++ 0.00 0.92 ++-

cg08495878 95027859 5UTR 0.27 0.43 0.08 0.36 +++ 0.12 0.22 +++ 0.02 0.65 +-+ 0.01 0.28 -++

cg14075413 95028105 5UTR -0.33 0.37 0.01 0.92 -++ 0.08 0.48 -++ 0.02 0.76 -+- 0.01 0.45 -++

cg24099605 95035773 Body -0.05 0.87 0.11 0.21 -++ 0.11 0.18 +++ 0.06 0.20 +++ 0.00 0.75 +--

cg23524537 95036219 3UTR -0.02 0.87 -0.04 0.34 -+- 0.00 0.94 +-+ 0.01 0.74 +-+ 0.00 0.51 +-+

cg25889160 95046342 TSS1500 0.21 0.78 -0.27 0.01 --- -0.19 0.23 --+ -0.15 0.01 --- 0.00 0.57 --+

cg08210706 95046686 TSS1500 0.02 0.37 -0.01 0.16 --- 0.00 0.89 --+ 0.00 0.40 --+ 0.00 0.04 +++

cg04513411 95046934 TSS1500 -0.23 0.64 0.16 0.04 +++ -0.12 0.26 --- 0.02 0.51 +-+ 0.01 0.21 -+-

cg00917847 95047591 TSS200 -0.21 0.09 0.02 0.66 +?- -0.02 0.67 +-+ 0.01 0.71 +-+ 0.00 0.31 -?-

cg13984563 95047655 TSS200 -0.20 0.36 0.01 0.86 --+ -0.05 0.40 +-- -0.03 0.45 +-+ 0.00 0.66 -+-

cg15509705 95047720 TSS200 -0.68 0.19 0.08 0.50 ++- -0.12 0.31 +-- -0.02 0.83 ++- -0.01 0.12 ---

cg18397517 95048035 5UTR -0.14 0.54 0.03 0.69 -++ 0.01 0.84 ++- 0.02 0.56 +++ -0.01 0.18 ---

cg16937611 95048102 5UTR -0.49 0.24 -0.09 0.38 -+- -0.28 0.01 --- -0.04 0.52 -++ -0.01 0.30 ---

cg18731460 95055453 Body 0.27 0.41 0.08 0.38 +-+ 0.20 0.03 -++ 0.08 0.15 +++ 0.00 0.49 +++

cg14423617 95058208 Body 0.35 0.44 0.13 0.19 +++ 0.07 0.49 +-+ 0.05 0.43 +-+ 0.00 0.51 --+

cg26094802 95058788 3UTR -0.32 0.73 -0.03 0.83 -++ -0.03 0.83 --+ -0.04 0.68 --+ 0.00 0.65 ++-

cg25110757 95065642 -0.29 0.24 0.08 0.26 -++ 0.16 0.02 +++ 0.05 0.17 +++ 0.00 0.75 +--

cg13032206 95066474 -0.63 0.37 0.02 0.89 -++ 0.04 0.80 -+- 0.03 0.76 -+- 0.00 0.66 ---

cg09927198 95077505 TSS1500 -0.47 0.06 -0.05 0.44 --- -0.01 0.88 +-+ -0.01 0.62 +-+ -0.01 0.16 ---

cg16507522 95077557 TSS1500 -0.32 0.42 -0.02 0.82 +-- 0.07 0.43 +++ 0.01 0.86 +-+ 0.00 0.79 +-+

cg08057786 95078599 TSS200 0.99 0.08 0.11 0.07 +++ 0.13 0.05 ++- 0.01 0.76 ++- 0.00 0.34 +-+

cg06190732 95078636 TSS200 0.20 0.33 -0.06 0.26 --+ 0.05 0.34 -++ -0.03 0.34 --+ 0.00 0.99 ++-

cg19744211 95079224 5UTR -0.03 0.88 -0.02 0.67 --- 0.01 0.90 -+- -0.01 0.75 +-- 0.00 0.36 -++

cg11189854 95087354 Body -0.39 0.09 0.00 0.95 ++- -0.02 0.82 -+- -0.03 0.45 ++- 0.01 0.27 +-+

cg10319640 95090384 3UTR 0.21 0.38 0.13 0.05 +++ 0.16 0.02 +++ 0.03 0.49 -++ 0.00 0.34 +++

cg07007986 95105801 TSS1500 -0.37 0.23 0.07 0.41 +++ 0.04 0.69 -+- 0.05 0.33 -++ 0.00 0.51 ---

cg22013966 95106170 TSS1500 -0.30 0.37 -0.05 0.54 -++ 0.01 0.89 -++ -0.03 0.53 ++- 0.00 0.87 --+

cg15876198 95106927 TSS200 -0.04 0.31 0.00 0.87 ++- 0.01 0.24 ++- 0.01 0.11 +++ 0.00 0.10 +++

cg18885372 95107019 TSS200 -0.33 0.18 0.11 0.10 +++ 0.03 0.65 +++ 0.02 0.58 ++- 0.00 0.98 ++-

cg17291001 95107626 Body -0.46 0.25 -0.10 0.36 --- 0.18 0.14 +++ -0.05 0.41 --- 0.01 0.43 -++

cg18245268 95109786 Body -1.07 0.47 0.32 0.24 +++ -0.02 0.94 -+- -0.02 0.86 +-+ 0.01 0.53 ++-

cg16462006 95155784 0.03 0.67 0.01 0.58 -++ 0.00 0.83 -++ 0.01 0.70 -++ 0.00 0.49 -+-

cg10384064 95156065 0.22 0.83 -0.08 0.56 -+- -0.05 0.80 +-- -0.03 0.74 -+- 0.00 0.65 --+

cg05293490 95156546 -0.04 0.61 -0.01 0.73 +-- 0.00 0.99 --+ -0.02 0.19 +-- 0.00 0.29 -++

cg19524572 95156762 -0.08 0.34 -0.02 0.40 +-- 0.00 0.93 --+ -0.02 0.25 --- 0.00 0.35 -++

cg04182912 95157037 -0.05 0.70 0.01 0.66 ++- 0.01 0.86 +-+ -0.01 0.79 ++- 0.00 0.40 -++

cg14536194 95157213 -0.15 0.31 0.02 0.71 +-+ 0.01 0.75 +-+ 0.00 0.99 +-+ 0.00 0.44 -++

cg03027013 95157380 0.25 0.11 0.01 0.81 ?++ -0.04 0.50 ??- -0.01 0.92 ??- 0.00 0.70 ?+-

cg02163303 95157685 0.17 0.69 -0.18 0.12 +-- -0.06 0.57 --+ -0.04 0.63 +-- 0.00 0.93 -++

cg14453174 95179729 -0.04 0.73 0.05 0.15 ++- 0.04 0.27 +++ 0.01 0.54 +++ 0.00 0.71 +--

cg10096566 95231817 0.28 0.11 -0.04 0.46 --+ -0.01 0.75 -+- -0.02 0.58 --+ 0.00 0.76 +--

cg21077684 95233665 0.41 0.47 0.18 0.16 ++- 0.09 0.53 ++- 0.12 0.17 ++- 0.01 0.31 ++-

cg10546817 95233855 -0.05 0.90 0.14 0.15 ++- -0.03 0.73 +-+ 0.03 0.62 ++- 0.00 0.94 +-+

cg10236245 95234015 -0.14 0.72 0.09 0.34 -+- -0.05 0.55 --+ -0.03 0.55 -+- 0.00 0.50 +--

cg13073773 95234658 3UTR -0.11 0.84 0.05 0.60 -+- -0.11 0.42 --- -0.01 0.90 -+- -0.01 0.10 ---

cg05142765 95234822 3UTR 0.08 0.90 -0.15 0.20 --- -0.17 0.25 --+ -0.02 0.78 --+ -0.01 0.48 ---

cg23695707 95234826 3UTR 2.78 0.13 -0.28 0.30 --- -0.09 0.80 -+- -0.05 0.75 -+- -0.01 0.65 ---

cg18687675 95234965 Body -0.33 0.37 -0.22 0.04 --- -0.13 0.26 -+- -0.12 0.04 --- 0.00 0.88 -+-

cg02948476 95235026 Body 0.58 0.28 -0.19 0.14 --- -0.09 0.56 -+- -0.11 0.22 --- 0.00 0.59 -+-

cg01163842 95235125 Body 0.42 0.34 -0.08 0.55 --- -0.27 0.14 --- 0.02 0.88 +-- -0.01 0.30 -+-
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cg10761141 94844776 3UTR -0.38 0.13 -0.16 0.84 -0.21 0.52 0.10 0.26

cg25042671 94849061 Body 0.05 0.77 -0.36 0.47 -0.28 0.33 0.03 0.65

cg20267408 94849703 5UTR -0.47 0.33 -0.05 0.97 -0.81 0.16 0.21 0.24

cg26938334 94849747 5UTR 0.17 0.49 -0.62 0.25 -0.19 0.47 -0.21 0.02

cg16110645 94850433 5UTR 0.01 0.98 -0.11 0.91 -0.19 0.69 0.15 0.27

cg10832639 94850965 5UTR -0.34 0.09 0.35 0.54 0.15 0.57 -0.05 0.52

cg02126235 94855034 5UTR 0.27 0.23 -0.72 0.25 -0.44 0.17 -0.03 0.76

cg22828990 94855099 5UTR -0.05 0.85 -0.48 0.46 -0.55 0.07 0.02 0.85

cg09968361 94855344 5UTR 0.52 0.05 -1.05 0.27 -0.35 0.35 0.06 0.57

cg13826459 94855505 TSS1500 0.43 0.11 -0.54 0.45 -0.17 0.63 0.15 0.11

cg25968219 94855590 TSS1500 0.03 0.96 -2.64 0.23 -0.49 0.61 0.01 0.97

cg01606800 94855990 TSS1500 0.35 0.31 0.28 0.72 -0.02 0.95 0.23 0.08

cg02181506 94856984 1stExon 2.36 0.08 -2.54 0.47 1.42 0.35 -0.54 0.26

cg10070185 94857151 TSS200 0.29 0.69 0.78 0.62 0.58 0.41 -0.04 0.88

cg24621042 94857275 TSS1500 0.15 0.56 -0.04 0.95 0.31 0.29 -0.17 0.06

cg00802237 94858066 TSS1500 -0.32 0.22 -0.09 0.89 -0.19 0.52 0.01 0.90

cg04179148 94858339 TSS1500 -0.19 0.46 -0.26 0.65 -0.31 0.24 0.02 0.85

cg00748938 94641781 Body -0.35 0.21 1.06 0.23 -0.07 0.84 0.08 0.42

cg07126183 94642235 Body 0.08 0.70 0.20 0.70 0.16 0.54 -0.02 0.77

cg26141247 94644017 Body -0.16 0.66 -0.80 0.33 0.06 0.86 -0.09 0.40

cg25129750 94660754 Body 0.01 0.98 0.34 0.76 -0.02 0.98 0.30 0.06

cg16780204 94745543 3UTR -0.15 0.55 0.09 0.87 0.10 0.70 -0.01 0.93

cg24087071 94750291 3UTR 0.01 0.88 -0.09 0.53 -0.03 0.71 -0.01 0.56

cg01936653 94752574 Body -0.45 0.28 0.95 0.27 0.53 0.19 -0.16 0.23

cg12087695 94757593 5UTR 0.35 0.70 2.37 0.28 1.37 0.25 0.35 0.29

cg05788638 94759020 1stExon -0.29 0.58 1.31 0.33 0.38 0.58 0.04 0.85

cg20599748 94759646 TSS1500 0.50 0.35 -0.39 0.77 -0.34 0.61 0.14 0.46

cg21246665 94759743 TSS1500 -0.41 0.10 0.22 0.67 0.06 0.82 0.00 0.99

cg19937039 94759767 TSS1500 -0.08 0.69 0.35 0.47 0.17 0.47 0.01 0.84

cg12142424 94759873 TSS1500 0.20 0.24 -0.58 0.15 -0.12 0.52 -0.13 0.02

cg27153655 94760403 TSS1500 0.37 0.15 0.33 0.61 0.39 0.20 -0.10 0.26

cg04437407 94760793 TSS1500 0.06 0.76 -0.22 0.64 -0.13 0.53 0.02 0.73

cg10276623 94770592 3UTR 0.10 0.88 -2.25 0.15 -0.51 0.45 -0.23 0.33

cg22827011 94776153 Body 0.11 0.78 -0.14 0.87 -0.30 0.51 -0.03 0.84

cg19837528 94776986 Body 1.90 0.01 0.15 0.93 0.77 0.39 0.12 0.67

cg11054397 94776993 Body 0.06 0.23 -0.14 0.34 -0.02 0.81 -0.02 0.20

cg01714756 94780400 Body -0.11 0.71 -0.13 0.87 -0.21 0.50 0.01 0.90

cg10025865 94789681 5UTR -0.31 0.20 0.59 0.34 0.02 0.93 0.02 0.84

cg09318122 94789777 TSS200 0.00 1.00 1.05 0.08 0.12 0.62 0.04 0.64

cg09147827 94789853 TSS200 -0.19 0.25 0.27 0.51 0.29 0.14 -0.15 0.01

cg02992588 94790091 TSS1500 0.23 0.55 -0.41 0.61 -0.06 0.88 -0.22 0.10

cg13251292 94790112 TSS1500 -0.05 0.86 -0.01 0.99 -0.18 0.64 0.03 0.77

cg02091781 94808883 -0.65 0.17 -5.38 0.06 -1.37 0.10 0.18 0.27

cg10214581 94811949 0.14 0.57 0.59 0.29 0.03 0.90 0.00 1.00

cg08257009 94812770 -0.58 0.05 -0.46 0.48 -0.25 0.34 0.07 0.41

cg02942590 94834437 -0.48 0.37 -1.52 0.28 -1.08 0.12 -0.10 0.60

cg01954404 94840525 -2.32 0.02 -0.30 0.88 -0.35 0.75 -0.08 0.82

cg21831183 94873879 -0.32 0.15 -0.49 0.39 -0.18 0.44 -0.02 0.79

cg23390762 94909938 Body 0.17 0.71 -0.39 0.73 -0.20 0.72 0.08 0.61

cg21007342 94917627 5UTR 0.12 0.73 1.53 0.04 0.72 0.04 0.03 0.73

cg04368971 94917779 5UTR 0.32 0.31 0.27 0.69 0.14 0.73 -0.06 0.63

Children and Adolescents Exposed to Tobacco Smoke

†

CpG Position Gene Group

Cross-Sectional T1 Cross-Sectional T2 Repeat Cross-Sectional Change

SERPINA1

Other Genes 
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cg04461867 94919295 TSS200 -0.13 0.44 -0.12 0.78 -0.18 0.40 0.03 0.59

cg08593009 94943184 TSS1500 0.11 0.54 0.92 0.04 0.23 0.29 0.21 0.001

cg13251750 94943234 TSS1500 0.04 0.40 0.22 0.06 0.10 0.14 0.03 0.06

cg27266824 94944009 TSS1500 0.32 0.08 -0.33 0.49 -0.01 0.98 -0.03 0.67

cg19449738 94952599 0.05 0.94 5.18 0.01 1.12 0.26 0.39 0.09

cg14877461 94953890 Body 0.49 0.16 -0.48 0.61 -0.19 0.69 0.16 0.23

cg25599521 94981685 5UTR 0.08 0.71 0.91 0.08 0.30 0.22 0.02 0.77

cg05485062 94983863 5UTR -1.18 0.02 -0.24 0.82 -0.55 0.35 -0.03 0.86

cg23374863 94984140 5UTR 0.23 0.19 -0.23 0.67 -0.03 0.89 0.03 0.66

cg16297271 94984308 TSS200 -2.51 0.23 -4.89 0.36 -0.99 0.72 -0.29 0.72

cg19630689 94984381 TSS1500 -0.53 0.41 4.71 0.22 0.96 0.40 0.09 0.72

cg19904425 94984530 TSS1500 0.19 0.32 -0.10 0.84 0.04 0.86 0.07 0.33

cg23660866 95009914 -0.23 0.64 0.94 0.48 0.04 0.94 0.31 0.08

cg14866387 95027382 TSS1500 -0.28 0.42 -0.35 0.66 -0.53 0.14 0.16 0.21

cg19042947 95027441 TSS1500 0.03 0.91 0.48 0.47 -0.03 0.92 0.03 0.76

cg18489614 95027530 TSS1500 0.35 0.33 1.01 0.31 0.36 0.45 0.00 0.99

cg05186455 95027692 TSS200 0.49 0.07 -1.20 0.19 -0.49 0.23 0.01 0.94

cg08495878 95027859 5UTR -0.24 0.53 -0.27 0.77 -0.42 0.37 0.08 0.57

cg14075413 95028105 5UTR -0.09 0.72 0.03 0.97 -0.12 0.71 -0.01 0.93

cg24099605 95035773 Body -0.18 0.60 -0.25 0.75 -0.33 0.42 0.07 0.61

cg23524537 95036219 3UTR -0.01 0.95 -0.41 0.40 -0.27 0.26 -0.02 0.82

cg25889160 95046342 TSS1500 0.51 0.33 0.55 0.62 0.34 0.53 0.07 0.66

cg08210706 95046686 TSS1500 0.04 0.42 0.10 0.43 0.06 0.37 0.00 0.80

cg04513411 95046934 TSS1500 -0.61 0.02 0.85 0.17 0.44 0.13 -0.14 0.14

cg00917847 95047591 TSS200 0.24 0.65 -1.05 0.44 -0.24 0.74 -0.04 0.85

cg13984563 95047655 TSS200 0.12 0.89 3.40 0.05 2.47 0.02 -0.36 0.30

cg15509705 95047720 TSS200 0.57 0.78 -5.13 0.34 -2.16 0.43 0.97 0.20

cg18397517 95048035 5UTR 0.12 0.62 -0.29 0.65 -0.30 0.30 0.11 0.21

cg16937611 95048102 5UTR 0.81 0.08 -0.06 0.95 -0.24 0.62 0.07 0.66

cg18731460 95055453 Body -0.16 0.72 2.48 0.01 1.56 0.003 0.04 0.81

cg14423617 95058208 Body -0.09 0.72 -1.15 0.14 -0.54 0.13 0.06 0.53

cg26094802 95058788 3UTR 0.97 0.16 -2.83 0.08 -1.19 0.16 0.09 0.72

cg25110757 95065642 1.52 0.23 -0.43 0.83 0.68 0.59 -0.62 0.18

cg13032206 95066474 -1.36 0.03 -0.17 0.91 -0.84 0.26 0.36 0.12

cg09927198 95077505 TSS1500 0.10 0.77 1.71 0.03 0.43 0.16 0.09 0.31

cg16507522 95077557 TSS1500 0.30 0.41 -0.79 0.37 -0.47 0.29 0.15 0.26

cg08057786 95078599 TSS200 0.04 0.85 0.34 0.54 0.29 0.23 -0.02 0.77

cg06190732 95078636 TSS200 0.05 0.79 -0.93 0.08 -0.43 0.11 0.02 0.81

cg19744211 95079224 5UTR 0.29 0.75 -0.13 0.95 0.01 0.99 0.28 0.41

cg11189854 95087354 Body -0.08 0.77 0.55 0.49 0.07 0.86 0.08 0.45

cg10319640 95090384 3UTR 0.57 0.02 -0.04 0.95 -0.04 0.88 0.01 0.94

cg07007986 95105801 TSS1500 -0.37 0.11 0.17 0.85 -0.42 0.21 0.13 0.12

cg22013966 95106170 TSS1500 0.42 0.17 0.98 0.27 0.19 0.61 -0.07 0.51

cg15876198 95106927 TSS200 -0.05 0.35 0.28 0.04 0.09 0.25 0.03 0.07

cg18885372 95107019 TSS200 -0.55 0.05 -0.25 0.76 -0.44 0.22 0.00 1.00

cg17291001 95107626 Body 0.44 0.23 -1.37 0.17 -0.43 0.33 -0.04 0.72

cg18245268 95109786 Body 1.80 0.16 -4.85 0.10 -1.71 0.26 -0.03 0.95

cg16462006 95155784 -0.06 0.45 -0.17 0.42 -0.08 0.48 0.00 0.92

cg10384064 95156065 -2.37 0.40 6.04 0.46 2.39 0.52 -0.93 0.36

cg05293490 95156546 -0.15 0.25 0.21 0.52 0.11 0.55 0.03 0.53

cg19524572 95156762 -0.05 0.55 -0.30 0.20 -0.18 0.15 0.03 0.33

cg04182912 95157037 0.10 0.74 0.08 0.91 0.06 0.89 0.18 0.10

cg14536194 95157213 -0.20 0.06 0.12 0.66 0.01 0.93 -0.01 0.73

cg03027013 95157380 -0.03 0.91 -0.92 0.27 -0.32 0.46 0.00 0.96

cg02163303 95157685 -0.34 0.34 0.72 0.39 0.21 0.64 -0.07 0.60

cg14453174 95179729 -0.18 0.35 0.58 0.22 0.03 0.90 0.05 0.51

cg10096566 95231817 0.03 0.84 1.82 0.0001 0.69 0.002 0.08 0.18

cg21077684 95233665 -1.21 0.49 0.03 0.99 -0.94 0.69 -0.57 0.38

cg10546817 95233855 -1.83 0.44 2.06 0.69 2.75 0.28 -1.25 0.15

cg10236245 95234015 -1.04 0.64 -3.91 0.49 -0.39 0.89 -0.50 0.54

cg13073773 95234658 3UTR -1.19 0.05 0.83 0.72 -0.49 0.58 0.15 0.49

cg05142765 95234822 3UTR 0.85 0.50 0.72 0.89 0.48 0.81 -0.02 0.97

cg23695707 95234826 3UTR -0.88 0.75 -10.16 0.29 -4.56 0.27 -0.18 0.86

cg18687675 95234965 Body -0.55 0.36 -2.47 0.24 -1.08 0.22 -0.03 0.90

cg02948476 95235026 Body 5.17 0.04 -9.16 0.08 -4.10 0.15 0.74 0.42

cg01163842 95235125 Body 0.44 0.65 3.74 0.28 1.49 0.33 0.18 0.63
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cg10761141 94844776 3UTR -0.70 0.01 -0.36 0.70 -0.46 0.22 0.15 0.13

cg25042671 94849061 Body 0.02 0.91 -0.80 0.18 -0.51 0.12 0.01 0.91

cg20267408 94849703 5UTR -0.58 0.28 0.80 0.56 -0.59 0.38 0.16 0.42

cg26938334 94849747 5UTR 0.04 0.89 -1.14 0.07 -0.37 0.23 -0.24 0.02

cg16110645 94850433 5UTR -0.06 0.88 -0.85 0.45 -0.50 0.38 0.17 0.29

cg10832639 94850965 5UTR -0.30 0.17 0.24 0.72 0.01 0.97 -0.04 0.64

cg02126235 94855034 5UTR 0.32 0.20 -0.50 0.50 -0.35 0.36 -0.04 0.70

cg22828990 94855099 5UTR -0.04 0.88 -0.08 0.92 -0.40 0.27 0.05 0.65

cg09968361 94855344 5UTR 0.52 0.08 -1.76 0.11 -0.48 0.28 0.11 0.35

cg13826459 94855505 TSS1500 0.60 0.04 -0.43 0.60 -0.13 0.74 0.23 0.04

cg25968219 94855590 TSS1500 -0.17 0.81 -1.74 0.50 -0.02 0.99 -0.02 0.94

cg01606800 94855990 TSS1500 0.40 0.30 -0.17 0.85 -0.11 0.81 0.17 0.26

cg02181506 94856984 1stExon 1.16 0.44 0.58 0.88 2.12 0.23 -0.44 0.42

cg10070185 94857151 TSS200 0.07 0.93 0.92 0.61 0.47 0.57 0.25 0.42

cg24621042 94857275 TSS1500 -0.04 0.88 -0.22 0.77 0.09 0.80 -0.24 0.02

cg00802237 94858066 TSS1500 -0.18 0.52 0.05 0.95 -0.17 0.63 0.02 0.83

cg04179148 94858339 TSS1500 -0.41 0.16 -0.14 0.83 -0.39 0.21 0.08 0.44

cg00748938 94641781 Body -0.43 0.15 1.79 0.08 0.10 0.81 0.10 0.34

cg07126183 94642235 Body 0.23 0.29 0.19 0.75 0.10 0.75 -0.01 0.92

cg26141247 94644017 Body -0.30 0.45 -1.34 0.15 0.11 0.77 -0.19 0.13

cg25129750 94660754 Body 0.08 0.87 -0.20 0.88 -0.19 0.78 0.36 0.05

cg16780204 94745543 3UTR -0.30 0.28 0.11 0.87 0.23 0.44 -0.04 0.62

cg24087071 94750291 3UTR -0.01 0.84 -0.04 0.81 -0.03 0.73 0.01 0.79

cg01936653 94752574 Body -0.24 0.60 0.41 0.69 0.49 0.30 -0.26 0.08

cg12087695 94757593 5UTR 0.41 0.69 2.46 0.34 1.70 0.22 0.15 0.69

cg05788638 94759020 1stExon -0.14 0.81 1.96 0.22 0.76 0.34 0.00 0.99

cg20599748 94759646 TSS1500 -0.06 0.92 -1.50 0.34 -0.70 0.37 0.09 0.67

cg21246665 94759743 TSS1500 -0.14 0.60 -0.07 0.91 -0.15 0.60 0.05 0.58

cg19937039 94759767 TSS1500 -0.07 0.73 0.38 0.50 0.04 0.90 0.01 0.88

cg12142424 94759873 TSS1500 0.16 0.39 -0.80 0.09 -0.31 0.16 -0.15 0.02

cg27153655 94760403 TSS1500 0.44 0.11 -0.23 0.76 0.23 0.52 -0.04 0.66

cg04437407 94760793 TSS1500 0.02 0.92 -0.52 0.31 -0.33 0.17 0.06 0.45

cg10276623 94770592 3UTR -0.09 0.90 -0.91 0.61 -0.21 0.79 -0.08 0.76

cg22827011 94776153 Body 0.07 0.87 0.21 0.83 -0.19 0.73 0.04 0.81

cg19837528 94776986 Body 1.77 0.03 -0.49 0.79 0.49 0.64 -0.03 0.92

cg11054397 94776993 Body 0.13 0.02 -0.06 0.72 0.04 0.71 -0.02 0.37

cg01714756 94780400 Body -0.27 0.41 0.12 0.89 -0.27 0.46 0.00 0.97

cg10025865 94789681 5UTR -0.01 0.97 0.80 0.27 0.10 0.77 0.02 0.85

cg09318122 94789777 TSS200 0.00 0.99 0.83 0.24 0.04 0.88 -0.02 0.88

cg09147827 94789853 TSS200 -0.30 0.10 0.34 0.47 0.33 0.15 -0.16 0.01

cg02992588 94790091 TSS1500 -0.09 0.82 -0.90 0.33 -0.15 0.76 -0.20 0.20

cg13251292 94790112 TSS1500 -0.08 0.80 0.12 0.88 -0.06 0.89 -0.03 0.79

cg02091781 94808883 -0.04 0.93 -5.28 0.12 -1.47 0.13 0.37 0.05

cg10214581 94811949 -0.16 0.55 0.45 0.49 -0.19 0.53 0.00 0.98

cg08257009 94812770 -0.91 0.004 -0.69 0.37 -0.47 0.13 0.08 0.41

cg02942590 94834437 -0.73 0.22 -2.13 0.20 -1.85 0.02 0.05 0.81

cg01954404 94840525 -2.15 0.05 -0.83 0.73 -1.03 0.43 0.03 0.95

cg21831183 94873879 -0.21 0.38 -0.88 0.18 -0.15 0.58 -0.03 0.75

cg23390762 94909938 Body -0.05 0.92 -0.97 0.46 -0.56 0.39 0.12 0.51

cg21007342 94917627 5UTR -0.08 0.84 1.77 0.04 0.72 0.08 0.00 0.97

cg04368971 94917779 5UTR 0.26 0.46 0.98 0.23 0.61 0.19 -0.04 0.77

cg04461867 94919295 TSS200 0.08 0.69 -0.14 0.79 0.01 0.96 0.00 0.98

cg08593009 94943184 TSS1500 -0.11 0.59 0.88 0.10 0.07 0.79 0.22 0.002

cg13251750 94943234 TSS1500 0.03 0.47 0.21 0.12 0.10 0.19 0.04 0.05

cg27266824 94944009 TSS1500 0.28 0.17 -0.19 0.74 0.07 0.80 0.00 1.00
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cg19449738 94952599 -0.26 0.72 6.12 0.01 1.18 0.31 0.34 0.19

cg14877461 94953890 Body 0.62 0.11 -1.05 0.35 -0.45 0.41 0.23 0.12

cg25599521 94981685 5UTR 0.31 0.17 1.20 0.05 0.29 0.32 0.11 0.18

cg05485062 94983863 5UTR -0.99 0.08 -0.22 0.86 -0.55 0.42 0.12 0.58

cg23374863 94984140 5UTR 0.01 0.97 -0.25 0.70 -0.19 0.50 0.06 0.36

cg16297271 94984308 TSS200 -2.81 0.23 -8.42 0.18 -2.26 0.49 -0.55 0.54

cg19630689 94984381 TSS1500 -0.90 0.20 8.34 0.06 0.83 0.53 0.14 0.62

cg19904425 94984530 TSS1500 0.22 0.30 -0.24 0.67 0.06 0.83 0.10 0.21

cg23660866 95009914 -0.32 0.55 1.51 0.33 0.25 0.74 0.40 0.04

cg14866387 95027382 TSS1500 -0.25 0.52 -0.44 0.64 -0.75 0.07 0.25 0.08

cg19042947 95027441 TSS1500 -0.14 0.62 0.37 0.63 -0.22 0.49 0.03 0.76

cg18489614 95027530 TSS1500 0.00 0.99 1.25 0.28 0.21 0.71 -0.04 0.79

cg05186455 95027692 TSS200 0.49 0.10 -0.96 0.38 -0.54 0.26 0.08 0.50

cg08495878 95027859 5UTR 0.12 0.79 -1.04 0.33 -0.77 0.16 0.11 0.51

cg14075413 95028105 5UTR -0.02 0.96 0.63 0.45 -0.08 0.83 0.06 0.59

cg24099605 95035773 Body -0.15 0.69 -0.85 0.34 -0.57 0.23 0.11 0.46

cg23524537 95036219 3UTR -0.17 0.43 -0.58 0.31 -0.38 0.18 -0.08 0.33

cg25889160 95046342 TSS1500 -0.04 0.93 0.53 0.69 0.49 0.44 0.06 0.75

cg08210706 95046686 TSS1500 0.05 0.30 0.09 0.50 0.06 0.47 0.00 0.96

cg04513411 95046934 TSS1500 -0.53 0.07 0.94 0.19 0.54 0.11 -0.10 0.36

cg00917847 95047591 TSS200 0.02 0.97 -1.20 0.45 -0.33 0.70 0.02 0.92

cg13984563 95047655 TSS200 0.84 0.41 3.40 0.10 2.57 0.03 -0.36 0.35

cg15509705 95047720 TSS200 3.24 0.14 4.16 0.51 2.80 0.38 1.57 0.07

cg18397517 95048035 5UTR 0.19 0.48 -0.31 0.68 -0.36 0.29 0.07 0.50

cg16937611 95048102 5UTR 1.15 0.02 0.94 0.35 0.23 0.68 0.06 0.76

cg18731460 95055453 Body 0.06 0.91 2.64 0.02 1.72 0.005 0.03 0.86

cg14423617 95058208 Body -0.14 0.62 -1.56 0.09 -0.69 0.10 0.07 0.49

cg26094802 95058788 3UTR 1.02 0.18 -2.16 0.26 -0.79 0.42 0.25 0.38

cg25110757 95065642 -0.09 0.95 -1.18 0.61 0.19 0.90 -0.78 0.14

cg13032206 95066474 -1.36 0.05 0.86 0.64 -0.77 0.38 0.52 0.05

cg09927198 95077505 TSS1500 0.43 0.20 1.86 0.04 0.35 0.33 0.10 0.33

cg16507522 95077557 TSS1500 0.14 0.73 -0.09 0.93 -0.22 0.67 0.16 0.30

cg08057786 95078599 TSS200 0.00 0.98 -0.05 0.94 0.33 0.24 -0.08 0.35

cg06190732 95078636 TSS200 0.01 0.96 -1.10 0.08 -0.42 0.18 0.01 0.94

cg19744211 95079224 5UTR -0.19 0.85 -0.58 0.80 0.33 0.80 -0.02 0.96

cg11189854 95087354 Body 0.03 0.92 0.21 0.83 -0.07 0.87 0.17 0.18

cg10319640 95090384 3UTR 0.58 0.03 0.06 0.94 -0.13 0.68 0.03 0.76

cg07007986 95105801 TSS1500 -0.34 0.19 -0.65 0.53 -0.48 0.22 0.11 0.25

cg22013966 95106170 TSS1500 0.12 0.73 0.90 0.38 -0.01 0.97 -0.04 0.76

cg15876198 95106927 TSS200 -0.02 0.71 0.47 0.004 0.21 0.03 0.06 0.01

cg18885372 95107019 TSS200 -0.67 0.03 -0.66 0.49 -0.62 0.14 -0.03 0.77

cg17291001 95107626 Body 0.44 0.23 -0.72 0.54 -0.36 0.48 0.03 0.82

cg18245268 95109786 Body 0.49 0.73 -2.89 0.40 -1.20 0.50 0.07 0.89

cg16462006 95155784 -0.03 0.71 -0.20 0.41 -0.12 0.39 0.01 0.68

cg10384064 95156065 -5.37 0.09 8.45 0.38 3.34 0.44 -1.01 0.38

cg05293490 95156546 -0.09 0.52 0.40 0.30 0.21 0.33 0.05 0.34

cg19524572 95156762 -0.06 0.53 -0.25 0.35 -0.17 0.25 0.02 0.63

cg04182912 95157037 -0.17 0.60 0.16 0.86 -0.12 0.80 0.17 0.15

cg14536194 95157213 -0.20 0.08 0.11 0.74 -0.05 0.74 0.02 0.72

cg03027013 95157380 -0.06 0.86 -1.22 0.22 -0.39 0.44 -0.04 0.73

cg02163303 95157685 -0.05 0.90 1.63 0.10 0.81 0.13 -0.10 0.50

cg14453174 95179729 -0.13 0.56 0.25 0.65 -0.19 0.53 0.03 0.73

cg10096566 95231817 -0.01 0.97 1.79 0.00 0.63 0.01 0.08 0.25

cg21077684 95233665 -0.85 0.66 0.26 0.96 -0.66 0.81 -0.71 0.34

cg10546817 95233855 -3.28 0.22 0.76 0.90 1.75 0.56 -1.04 0.30

cg10236245 95234015 -1.86 0.45 -5.48 0.41 -1.84 0.58 -0.46 0.62

cg13073773 95234658 3UTR -0.45 0.50 0.09 0.97 -0.38 0.71 0.11 0.67

cg05142765 95234822 3UTR -1.36 0.34 0.81 0.89 -0.47 0.84 -0.12 0.83

cg23695707 95234826 3UTR -3.21 0.29 -10.94 0.33 -6.68 0.17 -0.50 0.67

cg18687675 95234965 Body -0.40 0.55 -4.08 0.10 -1.64 0.11 0.05 0.84

cg02948476 95235026 Body 5.65 0.04 -12.41 0.04 -5.41 0.11 0.19 0.86

cg01163842 95235125 Body 0.89 0.41 1.58 0.70 0.62 0.73 0.54 0.20
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cg10761141 94844776 3UTR 0.11 0.16 0.07 0.44 0.08 0.09 -0.02 0.17

cg25042671 94849061 Body 0.00 0.96 0.06 0.33 0.01 0.84 0.01 0.45

cg20267408 94849703 5UTR 0.03 0.86 -0.22 0.12 -0.02 0.83 0.01 0.66

cg26938334 94849747 5UTR 0.08 0.29 0.09 0.14 0.01 0.75 -0.01 0.65

cg16110645 94850433 5UTR 0.04 0.71 0.14 0.27 0.01 0.85 0.00 0.80

cg10832639 94850965 5UTR -0.05 0.43 0.04 0.61 0.00 0.96 0.00 0.85

cg02126235 94855034 5UTR -0.01 0.83 -0.09 0.25 -0.03 0.53 0.00 0.85

cg22828990 94855099 5UTR -0.01 0.95 -0.13 0.10 -0.02 0.64 -0.01 0.57

cg09968361 94855344 5UTR 0.04 0.64 0.09 0.44 0.03 0.63 -0.01 0.34

cg13826459 94855505 TSS1500 -0.07 0.40 -0.02 0.85 0.00 0.93 0.00 0.88

cg25968219 94855590 TSS1500 0.12 0.54 -0.26 0.32 -0.02 0.88 0.00 0.90

cg01606800 94855990 TSS1500 0.00 1.00 0.13 0.17 0.04 0.44 0.02 0.24

cg02181506 94856984 1stExon 0.72 0.08 -0.60 0.16 0.01 0.98 -0.12 0.06

cg10070185 94857151 TSS200 0.06 0.77 -0.01 0.98 0.07 0.46 -0.08 0.02

cg24621042 94857275 TSS1500 0.12 0.12 0.07 0.37 0.08 0.07 0.00 0.71

cg00802237 94858066 TSS1500 -0.07 0.38 -0.04 0.65 0.01 0.86 0.00 0.80

cg04179148 94858339 TSS1500 0.09 0.26 -0.10 0.16 0.00 0.92 -0.01 0.32

cg00748938 94641781 Body 0.02 0.78 -0.20 0.06 -0.03 0.50 0.00 0.78

cg07126183 94642235 Body -0.06 0.28 0.05 0.39 0.04 0.28 0.00 0.71

cg26141247 94644017 Body 0.03 0.81 0.14 0.17 -0.03 0.49 0.01 0.39

cg25129750 94660754 Body -0.05 0.71 0.15 0.27 0.07 0.35 -0.01 0.65

cg16780204 94745543 3UTR 0.06 0.44 0.00 0.95 -0.02 0.56 0.00 0.95

cg24087071 94750291 3UTR 0.01 0.49 -0.02 0.30 0.00 0.77 -0.01 0.03

cg01936653 94752574 Body -0.14 0.24 0.15 0.15 0.00 0.98 0.02 0.15

cg12087695 94757593 5UTR -0.06 0.84 -0.05 0.85 -0.13 0.46 0.06 0.18

cg05788638 94759020 1stExon -0.09 0.55 -0.18 0.26 -0.08 0.39 0.01 0.80

cg20599748 94759646 TSS1500 0.33 0.04 0.18 0.27 0.08 0.40 -0.02 0.47

cg21246665 94759743 TSS1500 -0.15 0.05 0.09 0.12 0.03 0.39 0.01 0.46

cg19937039 94759767 TSS1500 -0.01 0.93 0.02 0.69 0.03 0.41 0.00 0.59

cg12142424 94759873 TSS1500 0.03 0.60 0.04 0.42 0.04 0.16 0.00 0.68

cg27153655 94760403 TSS1500 -0.03 0.71 0.12 0.13 0.03 0.43 -0.01 0.38

cg04437407 94760793 TSS1500 0.03 0.62 0.06 0.24 0.05 0.10 -0.01 0.43

cg10276623 94770592 3UTR 0.05 0.78 -0.36 0.07 -0.12 0.22 -0.02 0.53

cg22827011 94776153 Body 0.01 0.90 -0.08 0.42 -0.02 0.71 -0.01 0.44

cg19837528 94776986 Body 0.17 0.44 0.28 0.15 0.22 0.08 0.02 0.53

cg11054397 94776993 Body -0.02 0.14 -0.02 0.33 -0.02 0.24 0.00 0.88

cg01714756 94780400 Body 0.07 0.45 -0.08 0.40 0.04 0.39 0.00 0.76

cg10025865 94789681 5UTR -0.14 0.05 -0.01 0.84 -0.01 0.88 0.01 0.21

cg09318122 94789777 TSS200 -0.01 0.92 0.05 0.51 0.01 0.69 0.02 0.14

cg09147827 94789853 TSS200 0.04 0.46 0.00 0.92 0.01 0.65 0.00 0.59

cg02992588 94790091 TSS1500 0.16 0.15 0.03 0.73 0.02 0.66 -0.03 0.06

cg13251292 94790112 TSS1500 0.00 0.97 -0.07 0.41 -0.05 0.37 0.02 0.22

cg02091781 94808883 -0.29 0.04 0.13 0.72 -0.13 0.27 0.01 0.66

cg10214581 94811949 0.15 0.03 0.00 0.99 0.06 0.12 -0.01 0.24

cg08257009 94812770 0.11 0.21 0.02 0.82 0.04 0.23 0.00 0.69

cg02942590 94834437 0.10 0.52 0.12 0.49 0.24 0.01 -0.05 0.04

cg01954404 94840525 -0.13 0.66 0.12 0.62 0.14 0.36 0.00 0.94

cg21831183 94873879 -0.07 0.26 0.07 0.30 -0.03 0.40 0.01 0.41

cg23390762 94909938 Body 0.08 0.52 0.09 0.53 0.09 0.23 -0.01 0.50

cg21007342 94917627 5UTR 0.10 0.33 -0.01 0.93 0.03 0.51 0.01 0.56

cg04368971 94917779 5UTR 0.06 0.50 -0.16 0.05 -0.09 0.11 -0.01 0.56

cg04461867 94919295 TSS200 -0.12 0.02 0.00 0.96 -0.08 0.01 0.02 0.05

cg08593009 94943184 TSS1500 0.11 0.03 0.07 0.23 0.07 0.02 0.00 0.64

cg13251750 94943234 TSS1500 0.00 0.85 0.01 0.67 0.00 0.90 0.00 0.90

cg27266824 94944009 TSS1500 0.04 0.51 -0.03 0.58 0.00 0.98 -0.01 0.18

SERPINA1
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cg19449738 94952599 0.15 0.43 -0.02 0.94 -0.01 0.97 0.01 0.65

cg14877461 94953890 Body -0.03 0.80 0.17 0.13 0.10 0.15 -0.01 0.64

cg25599521 94981685 5UTR -0.10 0.11 -0.06 0.33 -0.01 0.69 -0.01 0.19

cg05485062 94983863 5UTR -0.15 0.34 0.00 1.00 -0.01 0.91 -0.02 0.42

cg23374863 94984140 5UTR 0.09 0.07 0.00 0.97 0.06 0.06 -0.01 0.14

cg16297271 94984308 TSS200 0.02 0.98 0.86 0.18 0.15 0.71 0.06 0.52

cg19630689 94984381 TSS1500 0.19 0.33 -0.34 0.47 0.24 0.14 -0.03 0.41

cg19904425 94984530 TSS1500 0.01 0.83 0.05 0.42 -0.02 0.60 0.00 0.60

cg23660866 95009914 0.04 0.76 -0.06 0.70 0.01 0.93 -0.02 0.39

cg14866387 95027382 TSS1500 -0.03 0.74 -0.03 0.76 0.06 0.26 -0.02 0.22

cg19042947 95027441 TSS1500 0.08 0.32 0.04 0.58 0.06 0.14 0.00 0.94

cg18489614 95027530 TSS1500 0.19 0.07 -0.03 0.80 0.10 0.13 -0.01 0.67

cg05186455 95027692 TSS200 0.03 0.69 -0.09 0.42 0.02 0.68 -0.01 0.28

cg08495878 95027859 5UTR -0.15 0.20 0.14 0.20 0.04 0.56 0.01 0.61

cg14075413 95028105 5UTR -0.03 0.67 -0.10 0.23 0.01 0.75 -0.01 0.45

cg24099605 95035773 Body -0.03 0.80 0.09 0.30 0.01 0.89 0.00 0.80

cg23524537 95036219 3UTR 0.06 0.26 0.03 0.62 0.03 0.37 0.01 0.44

cg25889160 95046342 TSS1500 0.25 0.10 0.04 0.77 0.03 0.75 0.00 0.90

cg08210706 95046686 TSS1500 0.00 0.86 0.01 0.56 0.01 0.65 0.00 0.56

cg04513411 95046934 TSS1500 -0.06 0.47 0.01 0.89 -0.04 0.39 0.00 0.74

cg00917847 95047591 TSS200 0.11 0.47 -0.01 0.97 0.01 0.94 -0.02 0.35

cg13984563 95047655 TSS200 -0.20 0.45 0.06 0.76 0.02 0.92 0.01 0.75

cg15509705 95047720 TSS200 -1.16 0.05 -2.36 0.0002 -1.24 0.002 0.02 0.87

cg18397517 95048035 5UTR -0.04 0.59 -0.01 0.91 0.01 0.85 0.02 0.16

cg16937611 95048102 5UTR -0.10 0.46 -0.23 0.02 -0.10 0.14 0.01 0.53

cg18731460 95055453 Body -0.10 0.45 0.01 0.94 -0.05 0.51 0.01 0.72

cg14423617 95058208 Body 0.00 0.95 0.10 0.28 0.04 0.45 0.00 0.76

cg26094802 95058788 3UTR 0.04 0.86 -0.18 0.36 -0.02 0.88 -0.05 0.15

cg25110757 95065642 0.75 0.04 0.19 0.44 0.27 0.14 -0.07 0.26

cg13032206 95066474 -0.01 0.94 -0.24 0.20 -0.01 0.93 -0.02 0.51

cg09927198 95077505 TSS1500 -0.14 0.15 -0.01 0.88 0.04 0.40 0.01 0.63

cg16507522 95077557 TSS1500 0.07 0.52 -0.20 0.06 -0.04 0.55 0.00 0.78

cg08057786 95078599 TSS200 0.02 0.75 0.08 0.23 -0.01 0.84 0.01 0.24

cg06190732 95078636 TSS200 0.02 0.68 0.00 0.99 -0.01 0.80 0.00 0.75

cg19744211 95079224 5UTR 0.29 0.29 -0.06 0.81 -0.13 0.42 0.02 0.66

cg11189854 95087354 Body -0.08 0.37 0.09 0.37 0.04 0.53 0.00 0.97

cg10319640 95090384 3UTR 0.01 0.92 -0.03 0.69 0.03 0.43 0.01 0.62

cg07007986 95105801 TSS1500 -0.04 0.61 0.08 0.43 0.00 0.95 0.01 0.50

cg22013966 95106170 TSS1500 0.15 0.10 0.01 0.92 0.06 0.28 -0.02 0.14

cg15876198 95106927 TSS200 -0.02 0.30 -0.03 0.05 -0.03 0.03 0.00 0.15

cg18885372 95107019 TSS200 0.04 0.62 0.04 0.70 0.04 0.47 0.01 0.69

cg17291001 95107626 Body -0.06 0.58 -0.18 0.13 -0.02 0.69 0.02 0.31

cg18245268 95109786 Body 0.64 0.09 -0.48 0.17 0.04 0.84 -0.05 0.38

cg16462006 95155784 -0.02 0.46 0.00 0.91 0.00 0.80 0.00 0.34

cg10384064 95156065 1.31 0.12 -0.13 0.90 0.08 0.88 -0.17 0.19

cg05293490 95156546 -0.03 0.41 -0.01 0.75 -0.01 0.85 0.00 0.85

cg19524572 95156762 0.00 0.94 -0.01 0.65 -0.01 0.63 0.01 0.18

cg04182912 95157037 0.11 0.20 0.02 0.79 0.09 0.14 0.00 0.95

cg14536194 95157213 -0.01 0.84 0.00 0.93 0.03 0.19 0.00 0.40

cg03027013 95157380 0.01 0.92 0.05 0.64 0.05 0.48 0.01 0.60

cg02163303 95157685 -0.15 0.15 -0.15 0.14 -0.07 0.24 0.01 0.51

cg14453174 95179729 -0.03 0.56 0.10 0.08 0.06 0.13 0.01 0.29

cg10096566 95231817 0.04 0.45 0.06 0.33 0.05 0.12 0.00 0.76

cg21077684 95233665 -0.19 0.72 0.11 0.84 -0.06 0.86 0.02 0.84

cg10546817 95233855 0.48 0.50 0.23 0.71 0.28 0.43 -0.08 0.48

cg10236245 95234015 0.33 0.61 0.04 0.95 0.27 0.50 -0.04 0.69

cg13073773 95234658 3UTR -0.29 0.11 -0.03 0.91 -0.21 0.10 0.03 0.24

cg05142765 95234822 3UTR 1.01 0.01 -0.16 0.78 0.28 0.32 -0.04 0.56

cg23695707 95234826 3UTR 0.96 0.23 -0.09 0.93 0.53 0.37 0.00 0.97

cg18687675 95234965 Body -0.14 0.44 0.16 0.52 0.01 0.91 0.00 0.98

cg02948476 95235026 Body 0.12 0.87 0.32 0.61 0.03 0.95 0.11 0.37

cg01163842 95235125 Body -0.13 0.64 0.45 0.28 0.20 0.36 -0.06 0.18
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cg00748938 94641781 Body 0.44 0.07 0.02 0.65 0.43 0.07 0.02 0.64

cg07126183 94642235 Body -0.08 0.56 -0.01 0.51 -0.07 0.57 -0.01 0.51

cg26141247 94644017 Body 1.48 0.07 0.08 0.32 1.46 0.07 0.08 0.32

cg25129750 94660754 Body 0.11 0.86 0.07 0.47 0.11 0.86 0.07 0.50

cg16780204 94745543 3UTR 0.93 0.03 -0.13 0.04 0.93 0.03 -0.12 0.05

cg24087071 94750291 3UTR 0.00 0.99 -0.01 0.20 0.00 0.98 -0.01 0.23

cg01936653 94752574 Body 0.18 0.85 -0.05 0.70 0.16 0.86 -0.05 0.71

cg12087695 94757593 5UTR -0.31 0.48 -0.08 0.14 -0.30 0.50 -0.07 0.17

cg05788638 94759020 1stExon 1.11 0.06 0.01 0.93 1.10 0.07 0.00 1.00

cg20599748 94759646 TSS1500 0.08 0.89 -0.13 0.07 0.06 0.92 -0.13 0.07

cg21246665 94759743 TSS1500 -0.10 0.68 -0.02 0.58 -0.10 0.70 -0.01 0.66

cg19937039 94759767 TSS1500 0.39 0.09 -0.02 0.43 0.39 0.09 -0.02 0.43

cg12142424 94759873 TSS1500 -0.20 0.32 -0.01 0.69 -0.19 0.34 -0.01 0.67

cg27153655 94760403 TSS1500 0.49 0.48 -0.10 0.40 0.45 0.52 -0.11 0.37

cg04437407 94760793 TSS1500 0.10 0.75 0.00 0.99 0.10 0.75 0.00 0.98

cg10276623 94770592 3UTR -1.27 0.41 0.44 0.11 -1.25 0.42 0.44 0.11

cg22827011 94776153 Body 1.23 0.02 -0.06 0.34 1.26 0.02 -0.06 0.34

cg19837528 94776986 Body 0.21 0.82 -0.05 0.73 0.21 0.82 -0.04 0.74

cg11054397 94776993 Body 0.17 0.13 0.02 0.06 0.16 0.13 0.02 0.05

cg01714756 94780400 Body -0.58 0.13 0.02 0.68 -0.57 0.15 0.02 0.67

cg10025865 94789681 5UTR -0.19 0.49 -0.02 0.34 -0.19 0.49 -0.02 0.35

cg09318122 94789777 TSS200 -0.20 0.42 -0.01 0.56 -0.19 0.44 -0.01 0.62

cg09147827 94789853 TSS200 0.01 0.97 0.05 0.12 0.02 0.95 0.05 0.12

cg02992588 94790091 TSS1500 2.33 0.02 0.07 0.67 2.30 0.03 0.07 0.70

cg13251292 94790112 TSS1500 0.05 0.87 0.00 0.98 0.07 0.82 0.00 0.93

cg02091781 94808883 -1.39 0.01 -0.06 0.34 -1.42 0.01 -0.06 0.35

cg10214581 94811949 -0.42 0.11 -0.03 0.22 -0.42 0.10 -0.03 0.18

cg08257009 94812770 0.45 0.10 0.04 0.19 0.46 0.09 0.04 0.16

cg02942590 94834437 1.84 0.02 -0.14 0.29 1.85 0.02 -0.13 0.36

cg01954404 94840525 0.88 0.40 0.07 0.70 0.86 0.41 0.06 0.71

cg10761141 94844776 3UTR -0.04 0.90 0.01 0.78 -0.04 0.90 0.01 0.79

cg25042671 94849061 Body -0.58 0.18 -0.02 0.74 -0.59 0.18 -0.01 0.81

cg20267408 94849703 5UTR -0.08 0.87 0.00 1.00 -0.06 0.90 0.00 0.94

cg26938334 94849747 5UTR 0.95 0.54 -0.16 0.50 0.95 0.54 -0.17 0.47

cg16110645 94850433 5UTR 0.32 0.64 0.13 0.22 0.32 0.64 0.13 0.23

cg10832639 94850965 5UTR 1.20 0.10 -0.09 0.42 1.21 0.09 -0.09 0.45

cg02126235 94855034 5UTR -0.19 0.73 -0.05 0.59 -0.18 0.75 -0.04 0.66

cg05346611 94855088 5UTR 0.91 0.20 -0.12 0.29 0.88 0.22 -0.13 0.27

cg22828990 94855099 5UTR 0.72 0.09 -0.05 0.39 0.71 0.10 -0.06 0.36

cg09968361 94855344 5UTR 0.66 0.12 -0.07 0.31 0.68 0.11 -0.07 0.34

cg13826459 94855505 TSS1500 -0.03 0.93 0.05 0.27 -0.03 0.91 0.05 0.29

cg25968219 94855590 TSS1500 -0.60 0.60 0.10 0.51 -0.60 0.60 0.11 0.45

cg01606800 94855990 TSS1500 0.24 0.56 0.03 0.61 0.23 0.57 0.03 0.61

cg02181506 94856984 1stExon 0.60 0.30 -0.01 0.84 0.65 0.26 -0.01 0.88

cg10524915 94857046 TSS200 1.21 0.34 -0.34 0.10 1.24 0.33 -0.34 0.09

cg10070185 94857151 TSS200 0.63 0.17 0.02 0.75 0.64 0.17 0.02 0.82

cg24621042 94857275 TSS1500 -0.15 0.72 0.06 0.23 -0.15 0.72 0.06 0.23

cg00802237 94858066 TSS1500 0.18 0.62 0.01 0.77 0.19 0.61 0.01 0.76

cg04179148 94858339 TSS1500 0.07 0.88 -0.03 0.61 0.06 0.90 -0.03 0.62

Basic Adjustment

Basic + Adjustment for PIS and PIZ 

Genotypes

Repeat Cross-sectional Change Repeat Cross-sectional Change
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cg21831183 94873879 0.16 0.74 -0.02 0.76 0.15 0.76 -0.03 0.73

cg23390762 94909938 Body 0.78 0.05 -0.05 0.25 0.77 0.05 -0.05 0.25

cg21007342 94917627 5UTR 0.03 0.90 -0.04 0.08 0.02 0.93 -0.04 0.08

cg04368971 94917779 5UTR 0.06 0.65 -0.01 0.46 0.06 0.67 -0.01 0.44

cg04461867 94919295 TSS200 0.35 0.05 -0.02 0.32 0.35 0.05 -0.02 0.28

cg08593009 94943184 TSS1500 0.61 0.01 0.04 0.14 0.61 0.01 0.04 0.14

cg13251750 94943234 TSS1500 -0.01 0.86 -0.01 0.08 0.00 0.95 -0.01 0.08

cg27266824 94944009 TSS1500 -0.19 0.36 -0.02 0.36 -0.20 0.34 -0.02 0.40

cg19449738 94952599 -0.08 0.75 -0.01 0.67 -0.09 0.72 -0.01 0.62

cg14877461 94953890 Body 0.15 0.66 0.05 0.25 0.15 0.66 0.05 0.24

cg25599521 94981685 5UTR 0.10 0.63 0.00 0.90 0.11 0.61 0.00 0.93

cg05485062 94983863 5UTR 0.29 0.38 -0.03 0.34 0.28 0.40 -0.03 0.36

cg23374863 94984140 5UTR -0.04 0.87 0.01 0.53 -0.04 0.87 0.01 0.51

cg16297271 94984308 TSS200 0.11 0.81 -0.08 0.15 0.10 0.84 -0.07 0.15

cg19630689 94984381 TSS1500 -0.76 0.07 -0.03 0.61 -0.75 0.08 -0.03 0.61

cg19904425 94984530 TSS1500 -0.09 0.71 0.01 0.69 -0.10 0.69 0.01 0.64

cg23660866 95009914 0.84 0.15 -0.11 0.11 0.84 0.15 -0.10 0.13

cg14866387 95027382 TSS1500 0.22 0.50 -0.01 0.89 0.22 0.50 -0.01 0.86

cg19042947 95027441 TSS1500 0.12 0.74 -0.01 0.87 0.11 0.77 -0.01 0.83

cg18489614 95027530 TSS1500 0.04 0.94 -0.10 0.21 0.04 0.93 -0.11 0.20

cg05186455 95027692 TSS200 0.13 0.75 -0.06 0.15 0.12 0.76 -0.06 0.15

cg08495878 95027859 5UTR 0.25 0.56 -0.03 0.53 0.26 0.54 -0.03 0.56

cg14075413 95028105 5UTR -0.09 0.83 0.03 0.58 -0.07 0.86 0.04 0.54

cg24099605 95035773 Body -0.31 0.45 0.06 0.24 -0.32 0.44 0.06 0.23

cg23524537 95036219 3UTR -0.12 0.63 -0.04 0.15 -0.14 0.59 -0.04 0.14

cg25889160 95046342 TSS1500 0.07 0.92 0.00 0.99 0.07 0.93 0.00 0.97

cg08210706 95046686 TSS1500 0.04 0.45 0.01 0.10 0.04 0.50 0.01 0.11

cg04513411 95046934 TSS1500 0.04 0.94 -0.03 0.68 0.04 0.93 -0.03 0.66

cg00917847 95047591 TSS200 0.25 0.24 -0.01 0.54 0.26 0.23 -0.01 0.55

cg13984563 95047655 TSS200 -0.19 0.55 0.00 0.94 -0.18 0.55 0.00 0.99

cg15509705 95047720 TSS200 -0.76 0.35 -0.03 0.68 -0.70 0.40 -0.03 0.75

cg18397517 95048035 5UTR 0.26 0.44 -0.09 0.01 0.24 0.47 -0.09 0.01

cg16937611 95048102 5UTR 0.10 0.85 0.04 0.58 0.12 0.83 0.04 0.55

cg18731460 95055453 Body -0.54 0.27 0.02 0.71 -0.53 0.28 0.02 0.68

cg14423617 95058208 Body -0.02 0.97 0.07 0.30 0.01 0.98 0.08 0.29

cg26094802 95058788 3UTR -0.29 0.78 -0.03 0.83 -0.28 0.79 -0.02 0.88

cg25110757 95065642 -0.42 0.29 0.03 0.44 -0.44 0.27 0.03 0.46

cg13032206 95066474 -0.67 0.43 -0.05 0.63 -0.67 0.43 -0.06 0.62

cg09927198 95077505 TSS1500 0.05 0.85 -0.01 0.74 0.05 0.82 -0.01 0.76

cg16507522 95077557 TSS1500 0.12 0.79 -0.01 0.88 0.12 0.79 -0.01 0.92

cg08057786 95078599 TSS200 0.14 0.81 -0.13 0.15 0.11 0.86 -0.14 0.11

cg06190732 95078636 TSS200 0.00 0.99 0.01 0.72 -0.01 0.98 0.01 0.70

cg19744211 95079224 5UTR -0.09 0.78 -0.03 0.34 -0.08 0.80 -0.03 0.35

cg11189854 95087354 Body 0.19 0.57 0.02 0.59 0.18 0.60 0.02 0.57

cg10319640 95090384 3UTR 0.25 0.44 -0.02 0.59 0.25 0.43 -0.02 0.58

cg07007986 95105801 TSS1500 0.11 0.80 -0.01 0.79 0.10 0.81 -0.01 0.79

cg22013966 95106170 TSS1500 0.03 0.94 0.03 0.52 0.02 0.95 0.04 0.50

cg15876198 95106927 TSS200 -0.02 0.77 0.00 1.00 -0.02 0.77 0.00 1.00

cg18885372 95107019 TSS200 -0.09 0.78 0.01 0.90 -0.10 0.77 0.01 0.87

cg17291001 95107626 Body -0.12 0.79 0.01 0.91 -0.12 0.81 0.01 0.93

cg18245268 95109786 Body 3.31 0.17 -0.27 0.26 3.24 0.18 -0.27 0.26

cg16462006 95155784 -0.12 0.38 0.01 0.41 -0.11 0.40 0.01 0.42

cg10384064 95156065 -1.35 0.16 -0.07 0.67 -1.35 0.16 -0.07 0.68

cg05293490 95156546 -0.05 0.69 0.00 0.89 -0.05 0.68 0.00 0.92

cg19524572 95156762 -0.18 0.23 0.00 0.81 -0.18 0.23 0.00 0.77

cg04182912 95157037 -0.34 0.14 -0.01 0.75 -0.34 0.15 -0.01 0.70

cg14536194 95157213 -0.20 0.39 -0.01 0.65 -0.19 0.41 -0.01 0.66

cg03027013 95157380 0.05 0.86 -0.02 0.50 0.07 0.82 -0.02 0.50

cg02163303 95157685 -0.03 0.96 -0.11 0.10 -0.01 0.98 -0.11 0.11

cg14453174 95179729 0.10 0.65 -0.02 0.42 0.08 0.71 -0.02 0.42

cg10096566 95231817 0.07 0.81 -0.03 0.31 0.07 0.80 -0.03 0.30

cg21077684 95233665 -0.10 0.91 -0.05 0.61 -0.07 0.93 -0.05 0.62

cg10546817 95233855 -0.25 0.64 -0.02 0.80 -0.22 0.68 -0.02 0.81

cg10236245 95234015 -0.21 0.68 -0.03 0.65 -0.23 0.64 -0.03 0.63

cg13073773 95234658 3UTR -0.46 0.49 0.02 0.82 -0.45 0.49 0.02 0.78

cg05142765 95234822 3UTR 1.12 0.13 -0.08 0.48 1.12 0.13 -0.07 0.49

cg23695707 95234826 3UTR -0.64 0.84 -0.04 0.89 -0.58 0.86 -0.06 0.84

cg18687675 95234965 Body -0.32 0.55 0.04 0.49 -0.31 0.56 0.04 0.46

cg02948476 95235026 Body -0.64 0.48 0.00 0.96 -0.64 0.49 -0.01 0.92

cg01163842 95235125 Body -0.86 0.38 0.02 0.77 -0.87 0.38 0.02 0.81
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cg00748938 94641781 Body 0.07 0.13 0.00 0.63 0.07 0.13 0.00 0.64

cg07126183 94642235 Body -0.01 0.52 0.00 0.27 -0.01 0.53 0.00 0.27

cg26141247 94644017 Body 0.06 0.66 0.00 0.88 0.06 0.66 0.00 0.90

cg25129750 94660754 Body 0.00 1.00 0.00 0.84 0.00 0.99 0.00 0.84

cg16780204 94745543 3UTR 0.05 0.54 0.01 0.62 0.05 0.54 0.01 0.64

cg24087071 94750291 3UTR 0.00 0.83 0.00 0.28 0.00 0.86 0.00 0.28

cg01936653 94752574 Body -0.04 0.83 0.02 0.44 -0.04 0.83 0.02 0.41

cg12087695 94757593 5UTR -0.09 0.23 -0.02 0.13 -0.10 0.22 -0.02 0.13

cg05788638 94759020 1stExon 0.07 0.50 0.02 0.30 0.08 0.49 0.02 0.30

cg20599748 94759646 TSS1500 -0.02 0.88 0.01 0.32 -0.02 0.86 0.01 0.31

cg21246665 94759743 TSS1500 0.01 0.75 0.00 0.38 0.01 0.77 0.00 0.38

cg19937039 94759767 TSS1500 0.03 0.39 0.01 0.03 0.03 0.39 0.01 0.04

cg12142424 94759873 TSS1500 0.02 0.48 0.00 0.46 0.02 0.47 0.00 0.45

cg27153655 94760403 TSS1500 0.29 0.02 0.03 0.23 0.29 0.02 0.03 0.22

cg04437407 94760793 TSS1500 -0.04 0.45 0.00 0.68 -0.04 0.44 0.00 0.68

cg10276623 94770592 3UTR -0.16 0.57 0.12 0.02 -0.16 0.57 0.12 0.02

cg22827011 94776153 Body 0.14 0.14 -0.01 0.47 0.14 0.14 -0.01 0.47

cg19837528 94776986 Body 0.17 0.31 -0.03 0.19 0.17 0.31 -0.03 0.19

cg11054397 94776993 Body 0.03 0.11 0.00 0.25 0.03 0.12 0.00 0.24

cg01714756 94780400 Body 0.02 0.82 0.00 0.87 0.02 0.82 0.00 0.90

cg10025865 94789681 5UTR -0.06 0.20 -0.01 0.25 -0.06 0.20 -0.01 0.25

cg09318122 94789777 TSS200 -0.04 0.33 0.00 0.58 -0.04 0.32 0.00 0.57

cg09147827 94789853 TSS200 0.02 0.72 0.00 0.84 0.02 0.72 0.00 0.86

cg02992588 94790091 TSS1500 0.14 0.45 -0.02 0.64 0.14 0.45 -0.01 0.66

cg13251292 94790112 TSS1500 -0.03 0.60 -0.01 0.45 -0.03 0.63 -0.01 0.41

cg02091781 94808883 -0.21 0.03 -0.03 0.01 -0.21 0.02 -0.03 0.01

cg10214581 94811949 0.02 0.67 0.00 0.41 0.02 0.66 0.00 0.41

cg08257009 94812770 0.07 0.12 0.02 0.005 0.07 0.13 0.02 0.005

cg02942590 94834437 0.13 0.39 -0.02 0.37 0.13 0.40 -0.02 0.35

cg01954404 94840525 0.11 0.56 -0.02 0.49 0.11 0.57 -0.02 0.50

cg10761141 94844776 3UTR 0.02 0.68 0.00 0.93 0.02 0.69 0.00 0.95

cg25042671 94849061 Body -0.21 0.01 0.01 0.53 -0.21 0.01 0.01 0.52

cg20267408 94849703 5UTR 0.05 0.57 0.00 0.86 0.05 0.59 0.00 0.88

cg26938334 94849747 5UTR -0.09 0.75 0.04 0.41 -0.08 0.77 0.04 0.40

cg16110645 94850433 5UTR 0.06 0.62 0.03 0.20 0.06 0.61 0.03 0.20

cg10832639 94850965 5UTR 0.24 0.07 0.00 0.95 0.24 0.07 0.00 0.96

cg02126235 94855034 5UTR -0.02 0.84 0.01 0.37 -0.02 0.83 0.01 0.39

cg05346611 94855088 5UTR 0.17 0.20 -0.04 0.04 0.17 0.20 -0.04 0.04

cg22828990 94855099 5UTR 0.05 0.49 0.00 0.90 0.05 0.49 0.00 0.89

cg09968361 94855344 5UTR -0.02 0.78 0.01 0.66 -0.02 0.77 0.01 0.69

cg13826459 94855505 TSS1500 0.07 0.20 0.01 0.16 0.07 0.20 0.01 0.16

cg25968219 94855590 TSS1500 0.12 0.57 0.03 0.24 0.12 0.57 0.03 0.24

cg01606800 94855990 TSS1500 0.12 0.10 -0.02 0.13 0.12 0.10 -0.02 0.13

cg02181506 94856984 1stExon -0.01 0.93 -0.01 0.60 -0.01 0.94 -0.01 0.57

cg10524915 94857046 TSS200 -0.11 0.62 -0.01 0.84 -0.11 0.63 -0.01 0.84

cg10070185 94857151 TSS200 0.02 0.82 0.02 0.21 0.02 0.81 0.02 0.21

cg24621042 94857275 TSS1500 0.05 0.54 -0.01 0.49 0.05 0.54 -0.01 0.48

cg00802237 94858066 TSS1500 0.04 0.54 -0.01 0.16 0.04 0.54 -0.01 0.15

cg04179148 94858339 TSS1500 0.03 0.73 0.00 0.81 0.03 0.73 0.00 0.80

Basic Adjustment

Basic + Adjustment for PIS and PIZ 

Genotypes

Repeat Cross-sectional Change Repeat Cross-sectional Change
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cg21831183 94873879 0.01 0.89 0.01 0.54 0.01 0.89 0.01 0.52

cg23390762 94909938 Body 0.10 0.13 0.01 0.36 0.10 0.13 0.01 0.35

cg21007342 94917627 5UTR -0.01 0.88 0.01 0.19 -0.01 0.86 0.01 0.17

cg04368971 94917779 5UTR -0.02 0.43 0.00 0.99 -0.02 0.43 0.00 0.97

cg04461867 94919295 TSS200 0.04 0.23 0.00 0.29 0.04 0.22 0.00 0.29

cg08593009 94943184 TSS1500 0.02 0.62 0.00 0.83 0.02 0.62 0.00 0.81

cg13251750 94943234 TSS1500 0.00 0.65 0.00 0.12 0.00 0.67 0.00 0.11

cg27266824 94944009 TSS1500 0.04 0.32 0.01 0.14 0.03 0.34 0.01 0.14

cg19449738 94952599 0.02 0.60 0.00 0.86 0.02 0.59 0.00 0.86

cg14877461 94953890 Body -0.04 0.55 0.01 0.43 -0.04 0.55 0.01 0.44

cg25599521 94981685 5UTR 0.00 0.90 0.00 0.95 0.01 0.88 0.00 0.98

cg05485062 94983863 5UTR 0.02 0.75 -0.01 0.38 0.02 0.76 -0.01 0.39

cg23374863 94984140 5UTR 0.03 0.45 0.00 0.68 0.03 0.46 0.00 0.68

cg16297271 94984308 TSS200 0.13 0.11 -0.01 0.15 0.12 0.12 -0.01 0.15

cg19630689 94984381 TSS1500 -0.07 0.36 0.01 0.35 -0.07 0.36 0.01 0.35

cg19904425 94984530 TSS1500 0.03 0.43 0.00 0.63 0.03 0.44 0.00 0.62

cg23660866 95009914 0.13 0.19 0.00 0.95 0.13 0.20 0.00 0.94

cg14866387 95027382 TSS1500 0.04 0.49 0.02 0.02 0.04 0.48 0.02 0.02

cg19042947 95027441 TSS1500 0.03 0.59 0.01 0.30 0.04 0.58 0.01 0.30

cg18489614 95027530 TSS1500 -0.01 0.89 0.01 0.66 -0.01 0.89 0.01 0.66

cg05186455 95027692 TSS200 0.05 0.47 -0.01 0.32 0.05 0.47 -0.01 0.32

cg08495878 95027859 5UTR 0.03 0.72 0.02 0.04 0.03 0.72 0.02 0.05

cg14075413 95028105 5UTR -0.01 0.87 0.01 0.20 -0.01 0.86 0.01 0.21

cg24099605 95035773 Body 0.10 0.18 0.00 0.62 0.10 0.17 0.00 0.60

cg23524537 95036219 3UTR 0.03 0.47 0.01 0.09 0.03 0.47 0.01 0.08

cg25889160 95046342 TSS1500 -0.20 0.16 0.03 0.16 -0.20 0.16 0.03 0.15

cg08210706 95046686 TSS1500 0.01 0.45 0.00 0.16 0.01 0.45 0.00 0.15

cg04513411 95046934 TSS1500 0.14 0.14 -0.01 0.52 0.14 0.13 -0.01 0.50

cg00917847 95047591 TSS200 0.03 0.48 0.00 0.50 0.03 0.47 0.00 0.49

cg13984563 95047655 TSS200 0.02 0.70 0.00 0.55 0.02 0.71 0.00 0.55

cg15509705 95047720 TSS200 -0.22 0.12 -0.04 0.02 -0.22 0.11 -0.04 0.01

cg18397517 95048035 5UTR 0.01 0.86 0.00 0.84 0.01 0.86 0.00 0.86

cg16937611 95048102 5UTR 0.03 0.73 -0.01 0.46 0.03 0.73 -0.01 0.45

cg18731460 95055453 Body 0.10 0.26 0.01 0.35 0.10 0.26 0.01 0.36

cg14423617 95058208 Body 0.06 0.51 0.01 0.44 0.06 0.51 0.01 0.48

cg26094802 95058788 3UTR 0.26 0.18 -0.01 0.65 0.25 0.18 -0.01 0.62

cg25110757 95065642 0.07 0.34 -0.01 0.35 0.07 0.34 -0.01 0.36

cg13032206 95066474 -0.01 0.92 -0.01 0.77 -0.01 0.93 -0.01 0.78

cg09927198 95077505 TSS1500 0.02 0.65 -0.01 0.31 0.02 0.65 -0.01 0.30

cg16507522 95077557 TSS1500 0.02 0.84 0.01 0.28 0.02 0.84 0.01 0.29

cg08057786 95078599 TSS200 -0.11 0.29 0.03 0.05 -0.11 0.31 0.03 0.05

cg06190732 95078636 TSS200 0.09 0.04 -0.01 0.05 0.09 0.04 -0.01 0.05

cg19744211 95079224 5UTR -0.03 0.54 0.00 0.42 -0.03 0.54 0.00 0.43

cg11189854 95087354 Body -0.11 0.07 0.01 0.09 -0.11 0.06 0.01 0.08

cg10319640 95090384 3UTR 0.04 0.45 0.01 0.32 0.04 0.44 0.01 0.33

cg07007986 95105801 TSS1500 0.10 0.16 0.00 0.79 0.10 0.16 0.00 0.80

cg22013966 95106170 TSS1500 -0.10 0.18 0.01 0.24 -0.10 0.18 0.01 0.25

cg15876198 95106927 TSS200 0.00 0.98 0.00 0.40 0.00 0.97 0.00 0.40

cg18885372 95107019 TSS200 0.00 0.96 -0.01 0.48 0.00 0.96 -0.01 0.48

cg17291001 95107626 Body -0.02 0.82 0.01 0.48 -0.02 0.82 0.01 0.49

cg18245268 95109786 Body 0.19 0.65 -0.01 0.76 0.19 0.65 -0.01 0.78

cg16462006 95155784 0.02 0.30 0.00 0.75 0.02 0.29 0.00 0.73

cg10384064 95156065 -0.18 0.30 0.02 0.57 -0.18 0.30 0.02 0.56

cg05293490 95156546 -0.01 0.73 0.00 0.20 -0.01 0.75 0.00 0.20

cg19524572 95156762 -0.02 0.35 0.00 0.07 -0.02 0.36 0.00 0.08

cg04182912 95157037 -0.04 0.33 0.01 0.04 -0.04 0.34 0.01 0.04

cg14536194 95157213 0.02 0.58 0.00 0.32 0.02 0.57 0.00 0.33

cg03027013 95157380 -0.01 0.92 0.00 0.37 0.00 0.93 0.00 0.36

cg02163303 95157685 -0.01 0.89 0.00 0.71 -0.01 0.89 0.00 0.72

cg14453174 95179729 0.02 0.50 0.00 0.87 0.02 0.52 0.00 0.90

cg10096566 95231817 0.02 0.70 0.00 0.82 0.02 0.70 0.00 0.82

cg21077684 95233665 -0.02 0.89 -0.02 0.19 -0.02 0.89 -0.02 0.18

cg10546817 95233855 -0.03 0.78 0.01 0.57 -0.03 0.79 0.01 0.59

cg10236245 95234015 -0.03 0.70 -0.01 0.42 -0.03 0.70 -0.01 0.44

cg13073773 95234658 3UTR -0.04 0.73 -0.02 0.20 -0.04 0.73 -0.02 0.20

cg05142765 95234822 3UTR 0.01 0.95 -0.02 0.31 0.01 0.95 -0.02 0.31

cg23695707 95234826 3UTR -0.53 0.32 -0.02 0.70 -0.53 0.32 -0.02 0.70

cg18687675 95234965 Body -0.16 0.09 0.00 0.81 -0.16 0.09 0.00 0.80

cg02948476 95235026 Body -0.08 0.61 0.00 0.96 -0.08 0.62 0.00 0.97

cg01163842 95235125 Body -0.03 0.85 -0.01 0.65 -0.03 0.86 -0.01 0.66
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cg10761141 94844776 3UTR -0.30 0.25 0.24 0.68 ++- 1.04 0.06 +-+ -0.08 0.77 +-- 0.05 0.21 -++

cg25042671 94849061 Body -0.59 0.04 -0.29 0.68 -+- -0.23 0.74 --+ 0.19 0.67 +++ -0.05 0.29 -+-

cg20267408 94849703 5UTR -0.44 0.21 0.20 0.79 ++- -0.49 0.47 ++- -0.02 0.96 ++- -0.01 0.78 +--

cg26938334 94849747 5UTR 1.16 0.42 -0.46 0.60 +-- -0.21 0.87 -+- -0.58 0.16 --+ -0.01 0.81 +--

cg16110645 94850433 5UTR -0.64 0.34 0.29 0.78 -++ 1.10 0.34 +++ -0.09 0.87 +-+ 0.00 0.94 --+

cg10832639 94850965 5UTR -0.25 0.72 0.34 0.74 ++- -0.26 0.80 -++ -0.42 0.37 --- 0.01 0.89 -+-

cg02126235 94855034 5UTR -0.30 0.58 -0.62 0.58 --- 0.79 0.53 +++ -0.63 0.28 --- 0.04 0.57 ++-

cg22828990 94855099 5UTR -0.09 0.82 0.16 0.85 --+ 0.81 0.32 +-+ 0.59 0.16 +-+ -0.04 0.43 -+-

cg09968361 94855344 5UTR -0.33 0.44 1.01 0.21 -++ 0.65 0.43 -++ 0.40 0.31 -++ -0.07 0.13 ---

cg13826459 94855505 TSS1500 -0.08 0.76 -0.29 0.63 -+- 0.38 0.51 ++- -0.24 0.43 -+- 0.03 0.39 +++

cg25968219 94855590 TSS1500 -1.81 0.05 2.36 0.06 +++ -0.93 0.57 --- 0.60 0.52 ++- -0.13 0.05 --+

cg01606800 94855990 TSS1500 -1.08 0.001 -0.80 0.28 -+- -0.11 0.89 --+ -0.18 0.66 --- 0.01 0.90 --+

cg02181506 94856984 1stExon -0.78 0.08 -0.27 0.75 --+ 0.57 0.52 +-+ 0.38 0.44 +++ 0.01 0.79 +-+

cg10070185 94857151 TSS200 -0.05 0.91 -0.14 0.85 --+ 0.35 0.68 +++ 0.08 0.82 -++ 0.05 0.30 +-+

cg24621042 94857275 TSS1500 -0.68 0.04 -0.17 0.80 --+ 0.59 0.38 +-+ -0.42 0.24 -+- 0.04 0.31 +-+

cg00802237 94858066 TSS1500 -0.07 0.81 -0.16 0.80 +-- 0.05 0.93 --+ -0.04 0.92 +-- -0.02 0.70 --+

cg04179148 94858339 TSS1500 -0.70 0.06 1.22 0.11 -++ 0.13 0.87 -++ -0.19 0.63 -+- 0.01 0.84 +-+

SAPALDIA Meta- Analysis of Lung Function Association in SAPALDIA, NFBC and ECRHS

CpG Position Gene Group

Circulating AAT Cross-Sectional T1 Cross-Sectional T2 Repeat Cross-Sectional Change
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cg00748938 94641781 Body -0.34 0.11 0.12 0.76 --+ 0.99 0.04 +++ 0.33 0.08 +++ 0.00 0.89 -++

cg07126183 94642235 Body 0.06 0.57 -0.26 0.19 -+- -0.09 0.63 +-- -0.02 0.87 +-- 0.01 0.57 +--

cg26141247 94644017 Body 0.14 0.77 0.24 0.68 +-+ -0.30 0.64 +-+ -0.04 0.91 +-+ 0.01 0.67 +-+

cg25129750 94660754 Body -0.12 0.85 1.04 0.22 +++ 0.61 0.41 +++ 0.02 0.96 -++ 0.01 0.83 +-+

cg16780204 94745543 3UTR -0.49 0.20 1.25 0.05 ?++ 0.54 0.48 -++ 0.46 0.09 ?++ -0.06 0.09 ?--

cg24087071 94750291 3UTR -0.06 0.07 0.03 0.69 ++- 0.00 0.95 -+- 0.02 0.78 -+- 0.00 0.28 ---

cg01936653 94752574 Body -0.43 0.61 0.69 0.57 ?++ -0.05 0.98 ??- 0.18 0.85 ??+ -0.07 0.31 ?--

cg12087695 94757593 5UTR -0.13 0.70 -0.72 0.24 -+- -0.74 0.22 --- -0.61 0.04 --- -0.01 0.70 +--

cg05788638 94759020 1stExon -0.01 0.98 0.10 0.92 -++ 2.27 0.04 +-+ 0.74 0.11 -++ -0.05 0.36 --+

cg20599748 94759646 TSS1500 -0.60 0.18 -1.22 0.12 ++- -0.33 0.63 +-- 0.40 0.34 +-+ -0.09 0.04 ---

cg21246665 94759743 TSS1500 -0.10 0.55 0.73 0.04 +++ 0.21 0.55 +++ -0.05 0.80 +-- 0.00 0.93 +--

cg19937039 94759767 TSS1500 0.05 0.73 0.41 0.13 +-+ -0.05 0.84 +-+ 0.19 0.23 +-+ -0.03 0.09 ---

cg12142424 94759873 TSS1500 -0.10 0.39 0.01 0.96 +-- -0.11 0.59 ++- -0.05 0.76 ++- 0.01 0.52 ++-

cg27153655 94760403 TSS1500 0.51 0.48 -0.85 0.24 --+ 0.97 0.15 +++ -0.12 0.70 --+ 0.02 0.53 -+-

cg04437407 94760793 TSS1500 -0.11 0.53 0.08 0.82 +-+ 0.06 0.84 ++- 0.07 0.75 +-+ 0.01 0.56 +++

cg10276623 94770592 3UTR 2.65 0.12 1.32 0.20 -++ 0.13 0.91 +-+ -0.67 0.22 --- -0.02 0.66 --+

cg22827011 94776153 Body -0.03 0.94 0.18 0.82 -++ 0.47 0.53 --+ 0.22 0.59 --+ -0.05 0.31 ---

cg19837528 94776986 Body -1.00 0.22 0.05 0.97 ?-+ 1.15 0.31 +++ 0.28 0.71 ?++ 0.00 0.98 ?+-

cg11054397 94776993 Body 0.06 0.29 0.00 0.98 +-+ 0.12 0.19 +++ 0.01 0.91 --+ 0.02 0.003 +++

cg01714756 94780400 Body 0.30 0.30 0.44 0.45 -++ 0.24 0.69 ++- -0.48 0.09 --- 0.02 0.54 -++

cg10025865 94789681 5UTR -0.09 0.57 -0.30 0.35 --- -0.07 0.81 ++- -0.18 0.37 --- 0.02 0.35 ++-

cg09318122 94789777 TSS200 -0.12 0.42 0.13 0.66 -+- 0.24 0.37 +++ 0.02 0.93 ++- -0.02 0.18 ---

cg09147827 94789853 TSS200 -0.16 0.38 -0.18 0.60 -?+ -0.03 0.93 +-+ -0.03 0.85 +-+ 0.01 0.63 -?+

cg02992588 94790091 TSS1500 1.19 0.27 2.12 0.02 +++ 0.52 0.54 --+ -0.19 0.64 --+ 0.01 0.77 +-+

cg13251292 94790112 TSS1500 0.06 0.80 -0.11 0.81 +-- -0.52 0.20 +-- -0.02 0.94 +-+ -0.03 0.22 ---

cg02091781 94808883 -0.30 0.42 -1.50 0.005 --- -1.93 0.001 --- -1.11 0.001 --- 0.01 0.62 ++-

cg10214581 94811949 0.07 0.67 -0.44 0.18 ++- -0.29 0.31 ++- -0.18 0.36 ++- 0.00 0.92 -+-

cg08257009 94812770 -0.50 0.01 1.07 0.002 +++ 1.03 0.001 +++ 0.50 0.01 +++ 0.03 0.15 +-+

cg02942590 94834437 -0.69 0.42 -0.66 0.59 --+ 0.67 0.57 -++ 1.08 0.04 +++ -0.06 0.36 -+-

cg01954404 94840525 -0.42 0.70 3.68 0.01 +++ 1.51 0.25 -++ 0.38 0.54 -++ 0.01 0.85 +-+

cg10761141 94844776 3UTR -0.30 0.25 0.75 0.13 +++ 0.63 0.21 +-+ -0.04 0.84 +-- 0.02 0.48 +++

cg25042671 94849061 Body -0.59 0.04 -0.72 0.25 -+- -0.80 0.21 --- -0.22 0.52 ++- -0.03 0.44 -+-

cg20267408 94849703 5UTR -0.44 0.21 -0.15 0.82 ++- -0.05 0.94 ++- 0.10 0.79 ++- 0.00 0.97 +--

cg26938334 94849747 5UTR 1.16 0.42 -0.01 0.99 -+- -0.35 0.74 -+- -0.33 0.34 --+ -0.01 0.71 ---

cg16110645 94850433 5UTR -0.64 0.34 0.39 0.67 -++ 0.55 0.59 +-+ 0.08 0.85 +-+ -0.02 0.75 --+

cg10832639 94850965 5UTR -0.25 0.72 1.24 0.16 +++ 0.01 0.99 -++ 0.18 0.61 -++ 0.00 0.95 ++-

cg02126235 94855034 5UTR -0.30 0.58 0.76 0.45 +++ 0.67 0.55 ++- -0.26 0.55 --- 0.02 0.69 ++-

cg05346611 94855088 5UTR -0.46 0.53 0.06 0.96 ?+- 0.23 0.89 ??+ 0.91 0.20 ??+ -0.04 0.58 ?+-

cg22828990 94855099 5UTR -0.09 0.82 0.19 0.79 --+ 0.30 0.68 --+ 0.69 0.03 +-+ -0.09 0.04 ---

cg09968361 94855344 5UTR -0.33 0.44 1.43 0.04 +++ 0.65 0.36 -++ 0.72 0.02 +++ -0.10 0.01 ---

cg13826459 94855505 TSS1500 -0.08 0.76 0.16 0.76 -++ 0.98 0.05 +++ -0.05 0.83 -+- 0.04 0.15 +++

cg25968219 94855590 TSS1500 -1.81 0.05 3.29 0.00 +++ -1.29 0.37 --+ 0.37 0.59 ++- -0.08 0.15 --+

cg01606800 94855990 TSS1500 -1.08 0.001 0.47 0.47 -++ -0.13 0.85 --+ -0.11 0.73 --+ -0.01 0.75 --+

cg02181506 94856984 1stExon -0.78 0.08 0.11 0.89 --+ 0.65 0.40 +-+ 0.28 0.47 +-+ 0.02 0.71 +--

cg10524915 94857046 TSS200 -0.50 0.69 -0.84 0.65 ?-- 0.05 0.99 ??+ 1.21 0.34 ??+ -0.04 0.65 ?+-

cg10070185 94857151 TSS200 -0.05 0.91 0.37 0.59 --+ 1.08 0.16 +++ 0.24 0.39 -++ 0.04 0.29 +-+

cg24621042 94857275 TSS1500 -0.68 0.04 0.87 0.14 +++ 1.16 0.06 +++ -0.15 0.60 -+- -0.01 0.87 +-+

cg00802237 94858066 TSS1500 -0.07 0.81 -0.01 0.99 +-- -0.48 0.40 --+ 0.12 0.67 +-+ -0.03 0.35 --+

cg04179148 94858339 TSS1500 -0.70 0.06 1.80 0.01 +++ 0.29 0.67 +++ 0.36 0.25 +++ -0.03 0.47 ---

SAPALDIA Meta- Analysis of Lung Function Association in SAPALDIA, NFBC and ECRHS

CpG Position Gene Group

Circulating AAT Cross-Sectional T1 Cross-Sectional T2 Repeat Cross-Sectional Change


