Supplementary Figure Legends

Fig. S1. Flow diagram of patients enrollment. PJS indicates Peutz-Jeghers syndrome. 

Fig. S2. The predicted protein structure of 8 truncating mutations (A) and the PolyPhen-2 prediction results for 5 missense mutations (B). NLS, nuclear location signal. 

[bookmark: _GoBack]Fig. S3. Western blot results of the mutation investigated. Targeted protein: STK11; internal reference: GAPDH.
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