TaDREB1-A11  CGGAACCACTCCCTCCATCTCTACTTGTATCCCGCCGCG.TTTCGCTCGA       50
TaDREB1-A12  CGGAACCACTCCCTCCATCTCTACTTGTATCCCGCCGCG.TTTCGCTCGA       50
TaDREB1-A13  CGGAACCACTCCCTCCATCTCTACTTGTATCCCGCCGCG.TTTCGCTCGA       50
TaDREB1-A14  CGGAACCACTCCCTCCATCTCTACTTGTATCCCGCCGCG.TTTCGCTCGA       50
TaDREB1-A15  CGGAACCACTCCCTCCATCTCTACTTGTATCCCGCCGCG.TTTCGCTCGA       50
DQ195070.1       CGGAACCACTCCCTCCATCTCCACCTCTATCCCGCCGCGTTTTCGCTCGA        50
    
TaDREB1-A11  ATCTACGGGCATTGCTGAGGCGGCGGCGGCGCGCCGTCGCCGCGACATGG      100
TaDREB1-A12  ATCTACGGGCA TTGCTGAGGCGGCGGCGGCGCGCCGTCGCCGCGACATGG    100
TaDREB1-A13  ATCTACGGGCA TTGCTGAGGCGGCGGCGGCGCGCCGTCGCCGCGACATGG    100
TaDREB1-A14  ATCTACGGGCA TTGCTGAGGCGGCGGCGGCGCGCCATCGCCGCGACATGG    100
TaDREB1-A15  ATCTACGGGCATTGCTGAGGCGGCGGCGGCGCGCCGTCGCCGCGACATGG     100
DQ195070.1    ATCTACGGGCATTGCTGAGGCGGCGGCGGCGCGCCGTCGCCGCGACATGG      100

TaDREB1-A11  AATTTGCGCGTGTTTCCGCGGTTGGTCGGTGCTGTGAAACATGCCCATCTA      151
TaDREB1-A12  AATTTGCGCGTGTTTCCGCGGTTGGTCGGTGCTGTGAAACATGCCCATCTA      151
TaDREB1-A13  AATTTGCGCGTGTTTCCGCGGTTGGTCGGTGCTGTGAAACATGCCCATCTA      151
TaDREB1-A14  AATTTGCGCGTGTTTCCGCGGTTGCTCGGTACCGTGAAACATGCCCATCTA      151
TaDREB1-A15  AATTTGCGCGTGTTTCCGCGGTTGGTCGGTGCTGTGAAACATGCCCATCTA      151
DQ195070.1    AATTTGCGCGTGTTTCCGCGGTTGCTCGGTACCGTGAAACATGCCCATCTA      151

TaDREB1-A11  AAGCAGTTATCCGCTACTCGTTTCCTGTTACCGCGGCGCGTGTCGGACTAG      202
TaDREB1-A12  TAAGCAGTTATCCGCTACTCGTTTCCTGTTACGCGGCGCGTGTCGGACTAG      202
TaDREB1-A13  TAAGCAGTTATCCGCTACTCGTTTCCTGTTACGCGGCGCGTGTCGGACTAG      202
TaDREB1-A14  TAAGTAGCTATCCGCTGTTCGTTTCCTGTTACGCGGCGCGTGTCGGACTAG      202
TaDREB1-A15  TAAGCAGTTATCCGCTACTCGTTTCCTGTTACGCGGCGCGTGTCGGACTAG      202
DQ195070.1    TAAGTAGCTATCCGCTGTTCGTTTCCTGTTACGCGGCGCGTGTCGGACTAG      202

TaDREB1-A11  TCGTAGGTCGGCGGTGGTCGCCCTAGGTCGATGGCTGTCCTCCAGTTCGGT      253
TaDREB1-A12  TCGTAGGTCGGCGGTGGTCGCCCTAGGTCGATGGCTGTCCTCCAGTTCGGT      253
TaDREB1-A13  TCGTAGGTCGGCGGTGGTCGCCCTAGGTCGATGGCTGTCCTCCAGTTCGGT      253
TaDREB1-A14  TCGTAGGTCGGCGGTGGTCGCCCTAGGTCGGCGGCCGCCCTTCAGTTCGGT      253
TaDREB1-A15  TCGTAGGTCGGCGGTGGTCGCCCTAGGTCGATGGCTGTCCTCCAGTTCGGT      253
DQ195070.1    TCGTAGGTCGGCGGTGGTCGCCCTAGGTCGGCGGCCGCCCTTCAGTTCGGT      253

TaDREB1-A11  TCGCCGGGTTTCCGCCGGCTGTAGAATTATGGTTTCCTCCGTCTTCTCGGTT      305
TaDREB1-A12  TCGCCGGGTTTCCGCCGGCTGTAGAATTATGGTTTCCTCCGTCTTCTCGGTT      305
TaDREB1-A13  TCGCCGGGTTTCCGCCGGCTGTAGAATTATGGTTTCCTCCGTCTTCTCGGTT      305
TaDREB1-A14  TCGCCGGGTTTCCGCCGGCTACAGAATTATGGTTTCCTCCGTCTTCTCGGTT      305
TaDREB1-A15  TCGCCGGGTTTCCGCCGGCTGTAGAATTATGGTTTCCTCCGTCTTCTCGGTT      305
DQ195070.1    TCGCCGGGTTTCCGCCGGCTACAGAATTATGGTTTCCTCCGCCTTCTCGGTT       305

TaDREB1-A11  GGGGATTGGAGTTCGGCGAGATTCAGAGCGGTGCGTGGCGAACTGTCGGT      355
TaDREB1-A12  GGGGATTGGAGTTCGGCGAGATTCAGAGCGGTGCGTGGCGAACTGTCGGT      355
TaDREB1-A13  GGGGATTGGAGTTCGGCGAGATTCAGAGCGGTGCGTGGCGAACTGTCGGT      355
TaDREB1-A14  GAGGATTGGAGTTCGGCGAGATTCAGAGCGGTGCGTGGCGAACTGTCGGT      355
TaDREB1-A15  GGGGATTGGAGTTCGGCGAGATTCAGAGCGGTGCGTGGCGAACTGTCGGT      355
DQ195070.1    GGGGACTGGAGTTCGGCGAGATTCAGAGCGGCGCGTGGCGAACTGTCGGT      355

TaDREB1-A11  GTTGGG TCGGGTGAGGCGGCGCCGTCCTCTGAATCGGATGCAGAAGTCCC     405
TaDREB1-A12  GTTGGGTCGGGTGAGGCGGCGCCGTCCTCTGAATCGGATGCAGAAGTCCC     405
TaDREB1-A13  GTTGGGTCGGGTGAGGCGGCGCCGTCCTCTGAATCGGATGCAGAAGTCCC     405
TaDREB1-A14  GTTGGGTCGGGTGAGGCGGCGCCGTCCTCTGAATCGGATGCAGAAGTCCC     405
TaDREB1-A15  GTTGGGTCGGGTGAGGCGGCGCCGTCCTCTGAATCGGATGCAGAAGTCCC     405
DQ195070.1    GTTAGGTCGGGTGAGGCGGCGCCGTCCTCTGAATCGGATGCAGAAGTCCC     405

TaDREB1-A11  CATGTCCATGGCGGCGGTCGGGGATTGCCCATGCCATGGCGGTACGA.. TTG    457
TaDREB1-A12  CATGTCCATGGCGGCGGTCGGGGATTGCCCATGCCATGGCGGTACGA..TTG    457
TaDREB1-A13  CACGTCCATGGCGGCGGTCGGGGATTGCCCATGCCATGGCGGTACGA..TTG    457
TaDREB1-A14  CATGTCCATGGCGGCGGTCGGGGATTGCCCATGCCATGGCGGTACGATTTTG    457
TaDREB1-A15  CATGTCCATGGCGGCGGTCGGGGATTGCCCATGCCATGGCGGTACGA..TTG    457
DQ195070.1    CATGTCCATGGCGGCGGTCGGGGATTGCCCATGCCATGGCGGTACGATTTTG    457

TaDREB1-A11  CTGGTGCACAGCATCATAAACTATATCTTCGGGAGCTCGATTGCGGTTGGTA     509
TaDREB1-A12  CTGGTGCACAGCATCATAAACTATATCTTCGGGAGCTCGATTGCGGTTGGTA     509
TaDREB1-A13  CTGGTGCACAGCATCATAAACTATATCTTCGGGAGCTCGATTGCGGTTGGTA     509
TaDREB1-A14  CTGGTGCATAGCATCATAAACTATATCCTCGGGGGCTCGATTGCGGTTGGTA     509
TaDREB1-A15  CTGGTGCACAGCATCATAAACTATATCTTCGGGAGCTCGATTGCGGTTGGTA     509
DQ195070.1    CTGGTGCATAGCATCATAAACTATATCCTCGGGGGCTCGATTGCGGTTGGTA     509

TaDREB1-A11  CCCAACCCAAGTGATAATAATCTCCTTGACTTTTTTCCACCAAGGAAACAAG     561      
TaDREB1-A12  CCCAACCCAAGTGATAATAATCTCCTTGACTTTTTTCCACCAAGGAAACAAG     561
TaDREB1-A13  CCCAACCCAAGTGATAATAATCTCCTTGACTTTTTTCCACCAAGGAAACAAG     561
TaDREB1-A14  CCCAACCCAAGTGATAATAATCTCCTTGAC.TTTTTCCACCAAGGAAACAAG     561
TaDREB1-A15  CCCAACCCAAGTGATAATAATCTCCTTGACTTTTTTCCACCAAGGAAACAAG     561
DQ195070.1    CCCAACCCAAGTGATAATAATCTCCTTGAC. TTTTTCCACCAAGGAAACAAG     561

TaDREB1-A11  GATAGCCCTGCTTCGTTTTGTTTTAGATTTATACGACTTTTTTTTTCTGTGAGA     615
TaDREB1-A12  GATAGCCCTGCTTCGTTTTGTTTTAGATTTATACGACTTTTTTTTTCTGTGAGA     615
TaDREB1-A13  GATAGCCCTGCTTCGTTTTGTTTTAGATTTATACGACTTTTTTTTTCTGTGAGA     615
TaDREB1-A14  GATAGCCCTGCTTCGTTCTGTTTTAGATTTATACGACTTTTTTTTA . . . TGAGA     615
TaDREB1-A15  GATAGCCCTGCTTCGTTTTGTTTTAGATTTATACGACTTTTTTTTTCTGTGAGA     615
DQ195070.1    GATAGCCCTGCTTCGTTCTGTTTTAGATTTATACGACTTTTTTTTA . . . TGAGA     615

TaDREB1-A11  AAGATTCATATGACTCTGACTGCTTATGTTTTTGGTTTCAACGTGTTTTCACCT     669
TaDREB1-A12  AAGATTCATATGACTCTGACTGCTTATGTTTTTGGTTTCAACGTGTTTTCACCT     669
TaDREB1-A13  AAGATTCATATGACTCTGACTGCTTATGTTTTTGGTTTCAACGTGTTTTCACCT     669
TaDREB1-A14  AAGATTTATATGA . . CTGGCTGGTTATGTTTTTTGTTTCAAAGTGTTTTCA. CT     669
TaDREB1-A15  AAGATTCATATGACTCTGACTGCTTATGTTTTTGGTTTCAACGTGTTTTCACCT     669
DQ195070 .1   AAGATTTATATGA . . CTGGCTGGTTATGTTTTTTGTTTCAAAGTGTTTTCA . CT     669

TaDREB1-A11  TGTGATATGGATTGCCTTGATGAACAGGAAGAAGAAAGTGCGCAGGAGAAG     720
TaDREB1-A12  TGTGATATGGATTGCCTTGATGAACAGGAAGAAGAAAGTGCGCAGGAGAAG     720
TaDREB1-A13  TGTGATATGGATTGCCTTGATGAACAGGAAGAAGAAAGTGCGCAGGAGAAG     720
TaDREB1-A14  TGTGATATGGATTGCCTTGATGAACAGGAAGAAGAAAGTGCGCAGGAGAAG     720
TaDREB1-A15  TGTGATATGGATTGCCTTGATGAACAGGAAGAAGAAAGTGCGCAGGAGAAG     720
DQ195070.1    TGTGATATGGATTGCCTTGATGAACAGGAAGAAGAAAGTGCGCAGGAGAAG     720
   
TaDREB1-A11  CACTGGTCCTGATTCGGTTGCTGAAACCATCAAGAAGTGGAAGGAGGAAAA     771
TaDREB1-A12  CACTGGTCCTGATTCGGTTGCTGAAACCATCAAGAAGTGGAAGGAGGAAAA     771
TaDREB1-A13  CACTGGTCCTGATTCGGTTGCTGAAACCATCAAGAAGTGGAAGGAGGAAAA     771
TaDREB1-A14  CACCGGTCCTGATTCGGTTGCTGAAACCATCAAGAAGTGGAAGGAGGAAAA     771
TaDREB1-A15  CACTGGTCCTGATTCGGTTGCTGAAACCATCAAGAAGTGGAAGGAGGAAAA     771
DQ195070.1    CACCGGTCCTGATTCGGTTGCTGAAACCATCAAGAAGTGGAAGGAGGAAAA    771

TaDREB1-A11  CCAGAAGCTCCAGCAAGAGAATGGATCCCGGAAAGCACCGGCCAAGGGTTC    822
TaDREB1-A12  CCAGAAGCTCCAGCAAGAGAATGGATCCCGGAAAGCACCGGCCAAGGGTTC    822 
TaDREB1-A13  CCAGAAGCTCCAGCAAGAGAATGGATCCCGGAAAGCACCGGCCAAGGGTTC    822
TaDREB1-A14  CCAGAAGCTCCAGCAAGAGAATGGATCCCGGAAAGCACCGGCCAAGGGTTC    822
TaDREB1-A15  CCAGAAGCTCCAGCAAGAGAATGGATCCCGGAAAGCACCGGCCAAGGGTTC    822
DQ195070.1    CCAGAAGCTCCAGCAAGAGAATGGATCCCGGAAAGCACCGGCCAAGGGTTC    822

TaDREB1-A11  CAAGAAAGGGTGCATGGCAGGGAAAGGAGGTCCAGAGAATTCAAACTGCGC   873
TaDREB1-A12  CAAGAAAGGGTGCATGGCAGGGAAAGGAGGTCCAGAGAATTCAAACTGCGC   873
TaDREB1-A13  C AAGAAAGGGTGCATGGCAGGGAAAGGAGGTCCAGAGAATTCAAACTGCGC   873
TaDREB1-A14  C AAGAAAGGGTGCATGGCAGGGAAAGGAGGTCCAGAGAATTCAAACTGCGC   873
TaDREB1-A15  C AAGAAAGGGTGCATGGCAGGGAAAGGAGGTCCAGAGAATTCAAACTGCGC   873
DQ195070 .1   CAAGAAAGGGTGCATGGCAGGGAAAGGAGGTCCAGAGAATTCAAACTGCGC    873

TaDREB1-A11  TTACCGCGGTGTGAGGCAGAGGACGTGGGGGAAATGGGTTGCTGAGATCCGT   925
TaDREB1-A12  TTACCGCGGTGTGAGGCAGAGGACGTGGGGGAAATGGGTTGCTGAGATCCGT   925
TaDREB1-A13  TTACCGCGGTGTGAGGCAGAGGACGTGGGGGAAATGGGTTGCTGAGATCCGT   925
TaDREB1-A14  TTACCGCGGTGTGAGGCAGAGGACGTGGGGGAAATGGGTTGCTGAGATCCGT   925
TaDREB1-A15  TTACCGCGGTGTGAGGCAGAGGACGTGGGGGAAATGGGTTGCTGAGATCCGT   925
DQ195070 .1   TTACCGCGGTGTGAGGCAGAGGACGTGGGGGAAATGGGTTGCTGAGATCCGT   925

TaDREB1-A11  GAGCCCAACCGTGGCAATCGGCTGTGGCTTGGTTCATTCCCTACCGCAGTCG A   978
TaDREB1-A12  GAGCCCAACCGTGACAATCGGCTGTGGCTTGGTTCATTCCCTACCGCAGTCGA  978
TaDREB1-A13  GAGCCCAACCGTGGCAATCGGCTGTGGCTTGGTTCATTCCCTACCGCAGTCGA  978
TaDREB1-A14  GAGCCCAACCGTGGCAATCGGCTGTGGCTTGGTTCATTCCCTACTGCAGTCGA  978
TaDREB1-A15  GAGCCCAACCGTGGCAATCGGCTGTGGCTTGGTTCATTCCCTACCGCAGTCGA  978
DQ195070 .1   GAGCCCAACCGTGGCAATCGGCTGTGGCTTGGTTCATTCCCTACTGCAGTCGA  978
    
TaDREB1-A11  AGCTGCACGTGCATATGATGATGCGGCAAGGGCAATGTATGGCGCCAAAGCAC  1031
TaDREB1-A12  AGCTGCACGTGCATATGATGATGCGGCAAGGGCAATGTATGGCGCCAAAGCAC  1031
TaDREB1-A13  AGCTGCACGTGCATATGATGATGCGGCAAGGGCAATGTATGGCGCCAAAGCAC  1031
TaDREB1-A14  AGCTGCACGTGCATATGATGATGCGGCAAGGGCAATGTATGGCGCCAAAGCAC  1031
TaDREB1-A15  AGCTGCGCGTGCATATGATGATGCGGCAAGGGCAATGTATGGCGCCAAAGCAC  1031
DQ195070 .1   AGCTGCACGTGCATATGATGATGCGGCAAGGGCAATGTATGGCGCCAAAGCAC  1031

TaDREB1-A11  GTGTCAACTTCTCAGAGCAGTCCCCGGATGCCAACTCTGGTTGCACGCTGGCA  1084
TaDREB1-A12  GTGTCAACTTCTCAGAGCAGTCCCCGGATGCCAACTCTGGTTGCACGCTGGCA  1084
TaDREB1-A13  GTGTCAACTTCTCAGAGCAGTCCCCGGATGCCAACTCTGGTTGCACGCTGGCA  1084
TaDREB1-A14  GTGTCAACTTCTCAGAGCAGTCCCCGGATGCCAACTCTGGTTGCACGCTGGCA  1084
TaDREB1-A15  GTGTCAACTTCTCAGAGCAGTCCCCGGATGCCAACTCTGGTTGCACGCTGGCA  1084
DQ195070 .1   GTGTCAACTTCTCAGAGCAGTCCCCGGATGCCAACTCTGGTTGCACGCTGGCA  1084

TaDREB1-A11  CCTCCATTGCTGACGTCTAATGGGGCAACCGCTGCATCACATCCTTCTGATGGG  1138
TaDREB1-A12  CCTCCATTGCTGACGTCTAATGGGGCAACCGCTGCATCACATCCTTCTGATGGG  1138
TaDREB1-A13  CCTCCATTGCTGACGTCTAATGGGGCAACCGCTGCATCACATCCTTCTGATGGG  1138
TaDREB1-A14  CCTCCATTGCTGACGTCTAATGGGGCAACCGCTGCATCACATCCTTCTGATGGG  1138
TaDREB1-A15  CCTCCATTGCTGACGTCTAATGGGGCAACCGCTGCATCACATCCTTCTGATGGG  1138
DQ195070 .1   CCTCCATTGCTGACGTCTAATGGGGCAACCGCTGCATCACATCCTTCTGATGGG  1138

TaDREB1-A11  AAGGATGAATCGGAGTCTCCTCCTTCTCTTATCTCAAATGGGCCGACAGCTGCG  1192
TaDREB1-A12  AAGGATGAATCGGAGTCTCCTCCTTCTCTTATCTCAAATGGGCCGACAGCTGCG  1192
TaDREB1-A13  AAGGATGAATCGGAGTCTCCTCCTTCTCTTATCTCAAATGGGCCGACAGCTGCG  1192
TaDREB1-A14  AAGGATGAATCGGAGTCTCCTCCTTCTCTTATCTCAAATGGGCCGACAGCTGCG  1192
TaDREB1-A15  AAGGATGAATCGGAGTCTCCTCCTTCTCTTATCTCAAATGGGCCGACAGCTGCG  1192
DQ195070 .1   AAGGATGAATCGGAGTCTCCTCCTTCTCTTATCTCAAATGGGCCGACAGCTGCG  1192

TaDREB1-A11  CTGCGTCGGTCTGATGCTAAGGATGAGTCTGAGTCTGCAGGGACCGTGGCACG  1245
TaDREB1-A12  CTGCGTCGGTCTGATGCTAAGGATGAGTCTGAGTCTGCAGGGACCGTGGCACG  1245
TaDREB1-A13  CTGCGTCGGTCTGATGCTAAGGATGAGTCTGAGTCTGCAGGGACCGTGGCACG  1245
TaDREB1-A14  CTGCGTCGGTCTGATGCTAAGGATGAGTCTGAGTCTGCAGGGACCGTGGCACG  1245
TaDREB1-A15  CTGCGTCGGTCTGATGCTAAGGATGAGTCTGAGTCTGCAGGGACCGTGGCACG  1245
DQ195070 .1   CTGCGTCGGTCTGATGCTAAGGATGAGTCTGAGTCTGCAGGGACCGTGGCACG  1245

TaDREB1-A11  TAAGGTGAAGAAAGAAGTGAGCAATGATTTGAGAAGTACCCATGAGGAGCAC  1297
TaDREB1-A12  TAAGGTGAAGAAAGAAGTGAGCAATGATTTGAGAAGTACCCATGAGGAGCAC  1297
TaDREB1-A13  TAAGGTGAAGAAAGAAGTGAGCAATGATTTGAGAAGTACCCATGAGGAGCAC  1297
TaDREB1-A14  TAAGGTGAAGAAAGAAGTGAGCAATGATTTGAGAAGTACCCATGAGGAGCAC  1297
TaDREB1-A15  TAAGGTGAAGAAAGAAGTGAGCAATGATTTGAGAAGTACCCATGAGGAGCAC  1297
DQ195070 .1   TAAGGTGAAGAAAGAAGTGAGCAATGATTTGAGAAGTACCCATGAGGAGCAC  1297

TaDREB1-A11  AAGACCCTGGAAGTATCCCAACCAAAAGGGAAGGCTTTACATAAAGAAGCGA   1349
TaDREB1-A12  AAGACCCTGGAAGTATCCCAACCAAAAGGGAAGGCTTTACATAAAGAAGCGA   1349
TaDREB1-A13  AAGACCCTGGAAGTATCCCAACCAAAAGGGAAGGCTTTACATAAAGAAGCGA   1349
TaDREB1-A14  AAGACCCTGGAAGTATCCCAACCAAAAGGGAAGGCTTTACATAAAGAAGCGA   1349
TaDREB1-A15  AAGACCCTGGAAGTATCCCAACCAAAAGGGAAGGCTTTACATAAAGAAGCGA   1349
DQ195070 .1   AAGACCCTGGAAGTATCCCAACCAAAAGGGAAGGCTTTACATAAAGAAGCGA   1349

TaDREB1-A11  ACGTAAGTTATGATTACTTCAACGTCGAGGAAGTTCTTGACATGATAATTGTGG  1403
TaDREB1-A12  ACGTAAGTTATGATTACTTCAACGTCGAGGAAGTTCTTGACATGATAATTGTGG  1403
TaDREB1-A13  ACGTAAGTTATGATTACTTCAACGTCGAGGAAGTTCTTGACATGATAATTGTGG  1403
TaDREB1-A14  ACGTAAGTTATGATTACTTCAACGTCGAGGAAGTTCTTGACATGATAATTGTGG  1403
TaDREB1-A15  ACGTAAGTTATGATTACTTCAACGTCGAGGAAGTTCTTGACATGATAATTGTGG  1403
DQ195070 .1   ACGTAAGTTATGATTACTTCAACGTCGAGGAAGTTCTTGACATGATAATTGTGG  1403
 
TaDREB1-A11  AGTTGAGTGCTGATGTAAAAATGGAAGCACATGAAGAGTACCAAGATGGTGAT  1456
TaDREB1-A12  AGTTGAGTGCTGATGTAAAAATGGAAGCACATGAAGAGTACCAAGATGGTGAT  1456
TaDREB1-A13  AGTTGAGTGCTGATGTAAAAATGGAAGCACATGAAGAGTACCAAGATGGTGAT  1456
TaDREB1-A14  AGTTGAGTGCTGATGTAAAAATGGAAGCACATGAAGAGTACCAAGATGGTGAT  1456
TaDREB1-A15  AGTTGAGTGCTGATGTAAAAATGGAAGCACATGAAGAGTACCAAGATGGTGAT  1456
DQ195070 .1   AGTTGAGTGCTGATGTAAAAATGGAAGCACATGAAGAGTACCAAGATGGTGAT  1456

TaDREB1-A11  GATGGGTTTAGTCTTTTCTCATATTAGGGTTTTAGCTATGAGGGTTGTAGTCATG  1511
TaDREB1-A12  GATGGGTTTAGTCTTTTCTCATATTAGGGTTTTAGCTATGAGGGTTGTAGTCATG  1511
TaDREB1-A13  GATGGGTTTAGTCTTTTCTCATATTAGGGTTTTAGCTATGAGGGTTGTAGTCATG  1511
TaDREB1-A14  GATGGGTTTAGTCTTTTCTCATATTAGGGTTTTAGCTATGAGGGTTGTAGTCATG  1511
TaDREB1-A15  GATGGGTTTAGTCTTTTCTCATATTAGGGTTTTAGCTATGAGGGTTGTAGTCATG  1511
 DQ195070 .1  GATGGGTTTAGTCTTTTCTCATATTAGGGTTTTAGCTATGAGGGTTGTAGTCATG  1511

TaDREB1-A11  CGGAGCAATAGGGATAACTTTCATTCTAGCTGCTAGGAAATACTTCAAATTATC   1565
TaDREB1-A12  CGGAGCAATAGGGATAACTTTCATTCTAGCTGCTAGGAAATACTTCAAATTATC   1565
TaDREB1-A13  CGGAGCAATAGGGATAACTTTCATTCTAGCTGCTAGGAAATACTTCAAATTATC   1565
TaDREB1-A14  CGGAGCAATAGGGATAACTTTCATTCTAGCTGCTAGGAAATACTTCAAATTATC   1565
TaDREB1-A15  CGGAGCAATAGGGATAACTTTCATTCTAGCTGCTAGGAAATACTTCAAATTATC   1565
DQ195070 .1   CGGAGCAATAGGGATAACTTTCATTCTAGCTGCTAGGAAATACTTCAAATTATC   1565

TaDREB1-A11  TGCAACCCGAAGCTCTGTAGTCACTTATGGTTTTCATCTTACTGGAGAGAATA   1618       
TaDREB1-A12  TGCAACCCGAAGCTCTGTAGTCACTTATGGTTTTCATCTTACTGGAGAGAATA   1618
TaDREB1-A13  TGCAACCCGAAGCTCTGTAGTCACTTATGGTTTTCATCTTACTGGAGAGAATA   1618
TaDREB1-A14  TGCAACCCGAAGCTCTGTAGTCACTTATGGTTTTCATCTTACTGGAGAGAATA   1618
TaDREB1-A15  TGCAACCCGAAGCTCTGTAGTCACTTATGGTTTTCATCTTACTGGAGAGAATA   1618
DQ195070 .1   TGCAACCCGAAGCTCTGTAGTCACTTATGGTTTTCATCTTACTGGAGAGAATA   1618

TaDREB1-A11  GCTTTATACCATAAGTCAACGGGTACAAGAAGTTGTCCTGTGCGTTGAGTTCA   1671
TaDREB1-A12  GCTTTATACCATAAGTCAACGGGTACAAGAAGTTGTCCTGTGCGTTGAGTTCA   1671
TaDREB1-A13  GCTTTATACCATAAGTCAACGGGTACAAGAAGTTGTCCTGTGCGTTGAGTTCA   1671
TaDREB1-A14  GCTTTATACCATAAGTCAACGGGTACAAGAAGTTGTCCTGTGCGTTGAGTTCA   1671
TaDREB1-A15  GCTTTATACCATAAGTCAACGGGTACAAGAAGTTGTCCTGTGCGTTGAGTTCA   1671
DQ195070 .1   GCTTTATACCATAAGTCAACGGGTACAAGAAGTTGTCCTGTGCGTTGAGTTCA   1671

TaDREB1-A11  TGTACT    1677
TaDREB1-A12  TGTACT    1677
TaDREB1-A13  TGTACT    1677
TaDREB1-A14  TGTACT    1677
TaDREB1-A15  TGTACT    1677
DQ195070 .1   TGTACT    1677
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