
Fu et al., Figure S1

A B

D

No error correction, Error correction, Truth

C

Minimum amplification 
probability

Fr
ac

tio
n 

of
 d

up
lic

at
es

0.36

0.38

0.40

0

0.005

0.010

0.015

0.020

0.25 0.50 0.75 1.00

(E
st

im
at

e 
− 

Tr
ut

h)
Tr

ut
h

Fr
ac

tio
n 

of
 d

up
lic

at
es

0.32

0.34

0.36

0

0.025

0.050

0.075

(E
st

im
at

e 
− 

Tr
ut

h)
Tr

ut
h

UMI length

−0.75

−0.50

−0.25

0

5 10 15 20

(E
st

im
at

e 
− 

Tr
ut

h)
Tr

ut
h

0.4

0.6

0.8

Fr
ac

tio
n

of
 d

up
lic

at
es

0

0.1

0.2

0.3
Fr

ac
tio

n
of

 d
up

lic
at

es

0

0.2

0.4

0.6

(E
st

im
at

e 
− 

Tr
ut

h)
Tr

ut
h

Sequencing error rate
10-4 10-3 10-2 10-110-5

PCR error rate
10-6 10-4 10-310-510-7


