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	[bookmark: RANGE!A1]OTU
	EM primers
	NAR primers
	Gene capture
	qPCR

	Buchnera
	1566 (71.0%)
	1994 (90.2%)
	1522 (72.3%)
	86.2 (66.8%)

	Regiella
	16 (0.7%)
	15 (0.7%)
	20 (0.9%)
	0.4 (0.3%)

	Hamiltonella
	197 (8.9%)
	58 (2.6%)
	328 (15.6%)
	5 (3.9%)

	Fukatsuia
	6 (0.3%)
	6 (0.3%)
	25 (1.2%)
	1.9 (1.5%)

	Rickettsia
	35 (1.6%)
	83 (3.8%)
	46 (2.2%)
	3.3 (2.6%)

	Rickettsiella
	145 (6.6%)
	37 (1.7%)
	120 (5.7%)
	7.3 (5.7%)

	Serratia
	5 (0.2%)
	1 (0.05%)
	22 (1.0%)
	0.1 (0.1%)

	Spiroplasma
	236 (10.7%)
	17 (0.8%)
	23 (1.1%)
	24.9 (19.3%)


Normalized abundances correspond to number of reads (for amplicon sequencing and capture) and to the ∆∆Cp for quantitative PCR. Relative abundances are given in parenthesis.

