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Heatmap for validation phase. For healthy cohort (HC) and progressors baseline (P BL) and follow up samples (P F). MicroRNAs heatmaps were generated using hierarchical clustering (Gene Cluster 3.0 and Java TreeView) Green indicates low expression; Red indicates high expression levels. 
[bookmark: _GoBack]
image1.png
L s B

P ri
»F

‘i_ I B |

hsa-miR-18a
hsa-miR-26b

hsa-miR-101
hsa-miR-16
hsa-miR-195
hsa-miR-21
hsa-miR-L142-5p
hsa-miR-361
hsa-miR-579
hsa-miR-34a
hsa-miR-132
hsa-miR-520c-3p
hsa-miR-203
hsa-miR-210
hsa-miR-155
hsa-miR-197
hsa-miR-Lli6a
hsa-miR-598
hsa-mir-382
hsa-miR-454
hsa-miR-486-3p
hsa-mir-22
hsa-miR-19a
hsa-miR-223
hsa-miR-335%
hsa-miR-142-3p
hsa-miR-590-5p
hsa-miR-374
hsa-miR-590-3P
hsa-miR-628-5p
hea_miR-15b*









