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Isoforms detected by pipeline

L #3 uswadxg

I €3 uswadxg

I z3 uswuadxg

I T3 uswuadxg

I 7O awuadxgy

I zg wswuadxg

I 19 swuadxg

I v uswadxg

I v uawyuadxg

I 2v uswyuadxg

I TV Juswyadx3g

80000 =

60000 -

40000 +

20000 4

SWI0JOSI JO JaquinN

Genic—Intron

Antisense -®-

NIC

total

-o-

-8~ uniq_id

Fusion

- NNC

FSM

Structural Category

Intergenic

Genic-Genomic

ISM  -e-



UJC detected by pipeline
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Gene Characterization



Number of isoforms per gene
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Distribution of Structural Categories
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Distance to annotated TSS and TTS



Density
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Density

Distance to TSS of ISM isoforms
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Density

Distance to TTS of ISM isoforms
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Presence/absence analysis
of UJC across pipelines



Pair—wise Jaccard index between submissions
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Count

Number of pipelines that found a certain UJC

Coloured by Structural Categories
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Standard Deviation of TSS and TTS



Standard deviation of genomic TSS coordinates
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LRGASP metrics Comparison
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True Positive detections (TP)

Comparison
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SIRV transcripts associated to TP (Reference Match)
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Partial True Positive detections (PTP)
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False Negative (FN)
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Sensitivity
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Precision
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Positive Detection Rate
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FSM Reference Match
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FSM 5' reference supported (transcript)
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FSM 3' reference supported (transcript)
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FSM 5' reference supported (gene)
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FSM 3' reference supported (gene)
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